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The brain is the most complicated organ, due to which many of its functional and evolutionary
processes still remain obscure despite the availability of a vast array of studies. Certain limitations
arise from the fact that we are using an organ in order to explain itself and moreover the brain is
not complex enough to understand its own complexity. What we do know well is that although
all vertebrates share a common basic brain organization, different species exhibit wide variability in
terms of volumes and proportional sizes of different subdivisions and neural systems. The variation
in the size and composition of the brain often correlates with diverse sensory, behavioral, social, and
cognitive skills (Butler and Hodos, 2005). However, the evolutionary mechanisms underlying these
functional links are unknown.
Presently, there are two theories attempting to explain the evolutionary patterns observed in
the brain of vertebrates. The hypothesis of mosaic brain evolution relies on the selective forces
acting on specific areas of the brain, whose adaptive responses do not involve other parts of
the brain (Barton and Harvey, 2000). In contrast, the hypothesis of concerted brain evolution
assumes that as the regions of the brain are physiologically and developmentally interconnected,
any evolutionary change (or a new acquisition) in the brain cannot advance without involving all
parts of the brain, thereby leading to a coordinated variation in size (Finlay and Darlington, 1995).
However, the factors favoring either of the models of brain evolution are still unclear. It should
be emphasized that the brain shows a wide array of functions and interconnections that could
have a certain amount of interdependence that is variable between different species. Therefore,
concerted or mosaic changes could be related to the degree of functional interdependence; thus,
two strictly interconnected brain structures are forced to change together in a coordinated manner,
despite the action of selective forces on only one of the two. Hence, the validity of both theories
appears to fluctuate between studies, which reduces their general applicability. On the other
side, although both the models offer distinct functional hypotheses about the mechanisms of
the creation of different neural architectures, they are not mutually exclusive. Indeed, there are
numerous examples that indicate a combination of mosaic and concerted evolution within the
same species (Gutiérrez-Ibáñez et al., 2014; Herculano-Houzel et al., 2014; Noreikiene et al., 2015;
Moore and DeVoogd, 2017).
Most of the studies aimed at understanding evolutionary processes are based on the
gross anatomy of the vertebrate brain, which provides evidence supporting both the theories.
In mammals, the evolution of the major brain subdivisions supports the concerted brain
evolution theory, as changes in their volumes are interconnected (Finlay and Darlington, 1995;
Whiting and Barton, 2003; Striedter, 2005). Analogous evidence supporting the concerted
brain evolution theory has also been obtained in birds (Gutiérrez-Ibáñez et al., 2014)
and cartilaginous fishes (Yopak et al., 2010). On the other hand, the mosaic evolution
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brain evolution? To this scope it is possible to rely on
immunohistochemical or histochemical studies allowing to
compare a suitable number of close species and focus the
observations on substances having a large brain distribution, in
order to relate different brain areas. Two neurochemicals respond
well to these requirements, nicotinamide adenine dinucleotide
phosphate–diaphorase (NADPH-d) in the brains of amphibians
and FMRFamide (FMRFa)-based immunohistochemistry in
bony fishes.
NADPH-d is involved in the production of nitric oxide
(NO) from L-arginine through a reaction requiring O2
and the mediation of the constitutive neuronal isoform
of nitric oxide synthase. NO is one of the most widely
distributed brain molecules, due to which NADPH-d-based
histochemistry appears extensively distributed in the brain. The
brain architecture of NADPH-d was studied in a number of
amphibian species belonging to three orders (Pinelli et al., 2014).
The latter authors carried out a meta-analysis that integrated all
the data related to the distribution of NADPH-d in the brains
of amphibians and performed a cluster analysis based on the
degree of dissimilarities between species. The results showed
that the complete brain dendrogram obtained by hierarchical
clustering was similar to that achieved using morphological
data (Ford and Cannatella, 1993) and molecular biological
studies on amphibians based on mitochondrial and nuclear
DNA (Roelants and Bossuyt, 2005; Zhang et al., 2005; Pyron
and Wiens, 2011), thus revealing the evolutionary history of
amphibians. However, when the same analysis was applied to the
major brain subdivisions, only the hindbrain was in line with the
phylogenetic tree of amphibians, whereas the other brain areas
showed similarities between distant species. For example, the
apodan Dermophis mexicanus had a more similar diencephalic
NADPH-d pattern to the anurans than the urodele Pleurodeles
waltl. A similar conclusion can be drawn after comparing the
other brain subdivisions with the hindbrain. In general, it appears
that the NADPH-d system in the forebrain of amphibians is
more variable than in the hindbrain, implying that convergent
evolutionary patterns based on specific adaptations occur in
the forebrain without involving the hindbrain. In a concerted
evolution, it is often expected that any evolutionary change in
an area of the brain will involve other brain areas, thus always
giving the same evolutionary dendrogram when performing a
hierarchical clustering. However, this does not actually happen.
The mosaic evolution better explains these results, owing to the
fact that the selective forces specifically act on certain brain areas
without involving the others.
Similar reasoning can be achieved while analyzing studies
describing the immunohistochemical distribution of FMRFa in
the fish brain. It is well-known that the brains of fish show
great morphological variability due to the high number of
ecological, behavioral, and social processes that they are subjected
(Kotrschal et al., 1998; Pollen et al., 2007; Lecchini et al., 2014).
Accordingly, different natural populations of the same species
can show variation in the relative brain size in response to the
habitat (Gonda et al., 2011). Among the most variable brain
areas are the olfactory bulbs (OBs), which, according to the
model of mosaic evolution, show positive bivariate allometry

of the brain has also been recorded in certain parts of the
mammalian brain (Barton and Harvey, 2000; Brown, 2001;
Dobson and Sherwood, 2011; Hager et al., 2012) and in major
subdivisions of the brains of birds (Boire and Baron, 1994;
Iwaniuk et al., 2004) and bony fishes (Kotrschal et al., 1998,
2017; Gonzalez-Voyer et al., 2009). Mosaic and concerted brain
evolution were also studied in invertebrates. The volumes of
optic and antennal regions were positively associated in ants,
thus supporting a concerted brain size effect (Gronenberg and
Hölldobler, 1999). On the other hand, it appears from studies in
wasps that mosaic and concerted brain evolution could not be
exclusive alternatives (O’Donnell et al., 2018).
These results, together with the observations that variations
in the volume of brain subdivisions in fish are strictly linked
to contextual factors, such as habitat and feeding (Kotrschal
et al., 1998; Gonzalez-Voyer et al., 2009), social organization
(Pollen et al., 2007; Kotrschal et al., 2012), and sexual selection
(Gonzalez-Voyer and Kolm, 2010), underline the importance of
phenotypic plasticity.
Developmental processes during ontogeny appear also
important. For example, indirect support for the mosaic
model of brain evolution has been provided by experiments
demonstrating differential plasticity in different brain regions
in response to environmental conditions experienced during
development (Kihslinger and Nevitt, 2006; Gonda et al., 2011,
2012). Furthermore, studies on neurogenesis timing and cell
cycle rates during development lead to important insight
into evolutionary changes in adult brain region size. An
immunohistochemical study based on markers for the cell cycle
rates, such as proliferating cell nuclear antigen, phosphorylated
histone-3, and bromodeoxyuridine, compared the developing
brains of parakeets (Melopsittacus undulatus) and quails (Colinus
virginianus). The results showed that the telencephalic cell
cycle rates lengthening significantly later in parakeets than in
quail, thus explaining why the telencephalon of adult parakeets
occupies a larger part of the entire brain with respect the
quails (Charvet and Striedter, 2008). Similar studies in other
birds (Charvet and Striedter, 2009, 2010; Charvet et al., 2011)
and mammals (Dehay and Kennedy, 2007) drawn the same
conclusion. All these studies offer a cellular base for the mosaic
brain evolution.
Apart from studies on the relative size of the brain
subdivisions, some other contribution to the brain evolution
theories also arises from estimates of the phenotypic and genetic
correlations between brain regions using quantitative genetic
methods. Heritability, evolvability, and genetic correlation on
the relative size of the brain and its different regions in the
three-spined stickleback (Gasterosteus aculeatus) have indicated
that different brain regions show a high degree of evolutionary
independence due to a low genetic correlation, thus supporting
the theory of mosaic evolution (Noreikiene et al., 2015).
Likewise, quantitative trait locus mapping studies in mice have
demonstrated that brain part size can respond to selection in
a largely independent way, as predicted by a mosaic scenario
(Hager et al., 2012).
Could studies on the microscopic neuroanatomy in adult
samples contribute to the debate on mosaic and concerted
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when compared with the other brain areas (Gonzalez-Voyer
et al., 2009). The OBs of teleostean can have three different
neuroanatomical relationships with the telencephalon. The type
I morphology relies on sessile conditions in which the OBs are
merged with the ventral telencephalic area (VTA). In the type
II morphology, OBs are closely connected to the VTA through
a short peduncle in a pseudo-sessile condition. In species with
type III morphology, OBs are stalked and connected with the
VTA through a long peduncle (D’Aniello et al., 2016). Based on
the number and size of FMRFa immunoreactive (FMRFa-ir) cells
and the topology of the OBs, the authors obtained a dendrogram
based on the similarities between the studied species. The results
showed several deviations from the formal teleost phylogenetic
tree (Betancur-R et al., 2013), thus supporting the theory that
the adaptive plasticity largely overlaps evolutionary constraints
in the olfactory system, allowing phenomena of divergence or
convergence among close species (Gonda et al., 2011, 2012;
Eifert et al., 2015). However, looking at the brain areas that
are unrelated to the olfactory system, the FMRFa-ir system
in fish appears quite constant irrespective of the topology of
the OBs. Indeed, FMRFa-ir cells are similarly arranged in the
diencephalon, with a distribution in the dorsal and ventral
hypothalamus and a comparable cell size (Bonn and König, 1989;
Batten et al., 1990; Ostholm et al., 1990; Fujii and Kobayashi,

1992; Rama and Subhedar, 1992; Pestarino and Vallarino, 1996;
Pinelli et al., 2000; unpublished data from D’Aniello et al., 2016).
Thus, FMRFa-ir neuronal changes in the olfactory system do not
involve central FMRFa-ir neurons, again supporting the mosaic
brain evolution theory.
The distribution of neuromarkers in the adult brains and
during development are only a few examples demonstrating
that studies on the microscopic neuroanatomy are highly
useful in evaluating evolutionary theories giving support
to mosaic brain evolution. In our opinion, similar studies
could provide important insights to identify trends in brain
evolution and should be considered and implemented
very carefully.

REFERENCES

components of the nervus terminalis and the topology of olfactory bulbs in
teleost fish. Cell Tissue Res. 364, 43–57. doi: 10.1007/s00441-015-2295-4
Dehay, C., and Kennedy, H. (2007). Cell-cycle control and cortical development.
Nat. Rev. Neurosci. 8, 438–450. doi: 10.1038/nrn2097
Dobson, S. D., and Sherwood, C. C. (2011). Correlated evolution of brain
regions involved in producing and processing facial expressions in anthropoid
primates. Biol. Lett. 7, 86–88. doi: 10.1098/rsbl.2010.0427
Eifert, C., Farnworth, M., Schulz-Mirbach, T., Riesch, R., Bierbach, D.,
Klaus, S., et al. (2015). Brain size variation in extremophile fish: local
adaptation versus phenotypic plasticity. J. Zool. 295, 143–153. doi: 10.1111/jzo.
12190
Finlay, B., and Darlington, R. (1995). Linked regularities in the development
and evolution of mammalian brains. Science 268, 1578–1584.
doi: 10.1126/science.7777856
Ford, L. S., and Cannatella, D. C. (1993). The major clades of frogs. Herpetol.
Monogr. 7, 94–117. doi: 10.2307/1466954
Fujii, K., and Kobayashi, H. (1992). FMRFamide-like immunoreactivity
in the brain and pituitary of the goldfish, Carassius auratus. Ann.
Anat. Anat. Anzeiger 174, 217–222. doi: 10.1016/S0940-9602(11)
80353-5
Gonda, A., Herczeg, G., and Merilä, J. (2011). Population variation in
brain size of nine-spined sticklebacks (Pungitius pungitius) - Local
adaptation or environmentally induced variation? BMC Evol. Biol. 11:75.
doi: 10.1186/1471-2148-11-75
Gonda, A., Välimäki, K., Herczeg, G., and Merila, J. (2012). Brain development
and predation: plastic responses depend on evolutionary history. Biol. Lett. 8,
249–52. doi: 10.1098/rsbl.2011.0837
Gonzalez-Voyer, A., and Kolm, N. (2010). Sex, ecology and the brain: evolutionary
correlates of brain structure volumes in tanganyikan cichlids. PLoS ONE
5:e14355. doi: 10.1371/journal.pone.0014355
Gonzalez-Voyer, A., Winberg, S., and Kolm, N. (2009). Brain structure evolution
in a basal vertebrate clade: evidence from phylogenetic comparative analysis of
cichlid fishes. BMC Evol. Biol. 9:238. doi: 10.1186/1471-2148-9-238
Gronenberg, W., and Hölldobler, B. (1999). Morphologic representation of visual
and antennal information in the ant brain. J. Comp. Neurol. 412, 229–240.
doi: 10.1002/(SICI)1096-9861(19990920)412:2<229::AID-CNE4>3.0.CO;2-E

AUTHOR CONTRIBUTIONS
BD’A, AD, AS, and CP have made a substantial, direct
and intellectual contribution to the work, and approved it
for publication.

FUNDING
This paper was supported through ordinary funding from the
University of Naples Federico II.

Barton, R. A., and Harvey, P. H. (2000). Mosaic evolution of brain structure in
mammals. Nature 405, 1055–1057. doi: 10.1038/35016580
Batten, T. F. C., Cambre, M. L., Moons, L., and Vandesande, F. (1990).
Comparative distribution of neuropeptide-immunoreactive systems in the
brain of the green molly, Poecilia latipinna. J. Comp. Neurol. 302, 893–919.
doi: 10.1002/cne.903020416
Betancur-R, R., Broughton, R. E., Wiley, E. O., Carpenter, K., López, J. A., Li, C.,
et al. (2013). The tree of life and a new classification of bony fishes. PLoS Curr.
18:5. doi: 10.1371/currents.tol.53ba26640df0ccaee75bb165c8c26288
Boire, D., and Baron, G. (1994). Allometric comparison of brain and main brain
subdivisions in birds. J. Hirnforsch. 35, 49–66.
Bonn, U., and König, B. (1989). FMRFamide-like immunoreactivity in the brain
and pituitary of the teleost. Eigenmannia lineata (Gymnotiformes). Z. Mikrosk.
Anat. Forsch. 103, 221–36.
Brown, W. M. (2001). Natural selection of mammalian brain components. Trends
Ecol. Evol. 16, 471–473. doi: 10.1016/S0169-5347(01)02246-7
Butler, A. B., and Hodos, W. (2005). Comparative Vertebrate Neuroanatomy:
Evolution and Adaptation, 2nd Edn. Hoboken, NJ: John Wiley & Sons, Inc.
doi: 10.1002/0471733849
Charvet, C. J., and Striedter, G. F. (2008). Developmental species differences
in brain cell cycle rates between bobwhite quail (Colinus virginianus) and
parakeets (Melopsittacus undulatus): implications for mosaic brain evolution.
Brain Behav. Evol. 72, 295–306. doi: 10.1159/000184744
Charvet, C. J., and Striedter, G. F. (2009). Developmental origins of mosaic brain
evolution: morphometric analysis of the developing zebra finch brain. J. Comp.
Neurol. 514, 203–213. doi: 10.1002/cne.22005
Charvet, C. J., and Striedter, G. F. (2010). Bigger brains cycle faster before
neurogenesis begins: a comparison in brain development between chickens and
bobwhite quail. Proc. Biol. Sci. 277, 3469–3475. doi: 10.1098/rspb.2010.0811
Charvet, C. J., Striedter, G. F., and Finlay, B. L. (2011). Evo-devo and brain scaling:
candidate developmental mechanisms for variation and constancy in vertebrate
brain evolution. Brain. Behav. Evol. 78, 248–257. doi: 10.1159/000329851
D’Aniello, B., Polese, G., Luongo, L., Scandurra, A., Magliozzi, L., Aria, M., et al.
(2016). Neuroanatomical relationships between FMRFamide-immunoreactive

Frontiers in Neuroanatomy | www.frontiersin.org

3

September 2019 | Volume 13 | Article 86

D’Aniello et al.

Mosaic and Concerted Brain Evolution

hamatus. Neurosci. Lett. 213, 21–24. doi: 10.1016/0304-3940(96)1
2815-9
Pinelli, C., D’Aniello, B., Sordino, P., Meyer, D. L., Fiorentino, M., and Rastogi, R.
K. (2000). Comparative immunocytochemical study of FMRFamide neuronal
system in the brain of Danio rerio and Acipenser ruthenus during development.
Dev. Brain Res. 119, 195–208. doi: 10.1016/S0165-3806(99)00172-8
Pinelli, C., Rastogi, R. K., Scandurra, A., Jadhao, A. G., Aria, M., and D’Aniello,
B. (2014). A comparative cluster analysis of nicotinamide adenine dinucleotide
phosphate (NADPH)-diaphorase histochemistry in the brains of amphibians. J.
Comp. Neurol. 522, 1–24. doi: 10.1002/cne.23561
Pollen, A. A., Dobberfuhl, A. P., Scace, J., Igulu, M. M., Renn, S. C. P., Shumway,
C. A., et al. (2007). Environmental complexity and social organization sculpt
the brain in Lake Tanganyikan cichlid fish. Brain. Behav. Evol. 70, 21–39.
doi: 10.1159/000101067
Pyron, A., and Wiens, J. (2011). A large-scale phylogeny of Amphibia
including over 2800 species, and a revised classification of extant
frogs, salamanders, and caecilians. Mol. Phylogenet. Evol. 61, 543–583.
doi: 10.1016/j.ympev.2011.06.012
Rama, K. N. S., and Subhedar, N. K. (1992). Distribution of FRMFamide-like
immunoreactivity in the forebrain of the catfish, Clarias batrachus (Linn.).
Peptides 13, 183–191. doi: 10.1016/0196-9781(92)90161-U
Roelants, K., and Bossuyt, F. (2005). Archaeobatrachian paraphly and
pangaean diversification of crown-group frogs. Syst. Biol. 54, 111–126.
doi: 10.1080/10635150590905894
Striedter, G. F. (2005). Principles of Brain Evolution. Sunderland, MA:
Sinauer Associates.
Whiting, B. A., and Barton, R. A. (2003). The evolution of the cortico-cerebellar
complex in primates: anatomical connections predict patterns of correlated
evolution. J. Hum. Evol. 44, 3–10. doi: 10.1016/S0047-2484(02)00162-8
Yopak, K. E., Lisney, T. J., Darlington, R. B., Collin, S. P., Montgomery,
J. C., and Finlay, B. L. (2010). A conserved pattern of brain scaling
from sharks to primates. Proc. Natl. Acad. Sci. U.S.A. 107, 12946–12951.
doi: 10.1073/pnas.1002195107
Zhang, P., Zhou, H., Chen, Y. Q., Liu, Y. F., and Qu, L., H. (2005). Mitogenomic
perspectives on the origin and phylogeny of living amphibians. Syst. Biol. 54,
391–400. doi: 10.1080/10635150590945278

Gutiérrez-Ibáñez, C., Iwaniuk, A. N., Moore, B. A., Fernández-Juricic, E., Corfield,
J. R., Krilow, J. M., et al. (2014). Mosaic and concerted evolution in the
visual system of birds. PLoS ONE 9:e90102. doi: 10.1371/journal.pone.00
90102
Hager, R., Lu, L., Rosen, G. D., and Williams, R. W. (2012). Genetic architecture
supports mosaic brain evolution and independent brain–body size regulation.
Nat. Commun. 3:1079. doi: 10.1038/ncomms2086
Herculano-Houzel, S., Manger, P. R., and Kaas, J. H. (2014). Brain scaling in
mammalian evolution as a consequence of concerted and mosaic changes in
numbers of neurons and average neuronal cell size. Front. Neuroanat. 8:77.
doi: 10.3389/fnana.2014.00077
Iwaniuk, A. N., Dean, K. M., and Nelson, J. E. (2004). A mosaic pattern
characterizes the evolution of the avian brain. Proc. R. Soc. B Biol. Sci. 271,
S148–S151. doi: 10.1098/rsbl.2003.0127
Kihslinger, R. L., and Nevitt, G. A. (2006). Early rearing environment
impacts cerebellar growth in juvenile salmon. J. Exp. Biol. 209, 504–509.
doi: 10.1242/jeb.02019
Kotrschal, A., Deacon, A. E., Magurran, A. E., and Kolm, N. (2017). Predation
pressure shapes brain anatomy in the wild. Evol. Ecol. 31, 619–633.
doi: 10.1007/s10682-017-9901-8
Kotrschal, A., Rogell, B., Maklakov, A. A., and Kolm, N. (2012). Sexspecific plasticity in brain morphology depends on social environment
of the guppy, Poecilia reticulata. Behav. Ecol. Sociobiol. 66, 1485–1492.
doi: 10.1007/s00265-012-1403-7
Kotrschal, K., Van Staaden, M. J., and Huber, R. (1998). Fish Brains:
evolution and Environmental Relationships. Rev. Fish Biol. Fish. 8, 373–408.
doi: 10.1023/A:1008839605380
Lecchini, D., Lecellier, G., Lanyon, R. G., Holles, S., Poucet, B., and Duran, E.
(2014). Variation in brain organization of coral reef fish larvae according
to life history traits. Brain. Behav. Evol. 83, 17–30. doi: 10.1159/0003
56787
Moore, J. M., and DeVoogd, T. J. (2017). Concerted and mosaic evolution of
functional modules in songbird brains. Proc. R. Soc. B Biol. Sci. 284:20170469.
doi: 10.1098/rspb.2017.0469
Noreikiene, K., Herczeg, G., Gonda, A., Balázs, G., Husby, A., and Merilä, J.
(2015). Quantitative genetic analysis of brain size variation in sticklebacks :
support for the mosaic model of brain evolution. Proc. Biol. Sci. 282:20151008.
doi: 10.1098/rspb.2015.1008
O’Donnell, S., Bulova, S. J., Barrett, M., and Fiocca, K. (2018). Size constraints
and sensory adaptations affect mosaic brain evolution in paper wasps
(Vespidae: Epiponini). Biol. J. Lin. Soc. 123, 302–310. doi: 10.1093/biolinnean/
blx150
Ostholm, T., Ekström, P., and Ebbesson, S. O. E. (1990). Distribution of
FMRFamide-like immunoreactivity in the brain, retina and nervus terminalis
of the sockeye salmon parr, Oncorhynchus nerka. Cell Tissue Res. 261, 403–418.
doi: 10.1007/BF00313518
Pestarino, M., and Vallarino, M. (1996). Immunoreactive Phe-Met-Arg-PheNH2-like peptides in the brain of the antarctic icefish, Chionodraco

Frontiers in Neuroanatomy | www.frontiersin.org

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.
Copyright © 2019 D’Aniello, Di Cosmo, Scandurra and Pinelli. This is an open-access
article distributed under the terms of the Creative Commons Attribution License (CC
BY). The use, distribution or reproduction in other forums is permitted, provided
the original author(s) and the copyright owner(s) are credited and that the original
publication in this journal is cited, in accordance with accepted academic practice.
No use, distribution or reproduction is permitted which does not comply with these
terms.

4

September 2019 | Volume 13 | Article 86

