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Abstract The cultivated potato as well as its tuber-bearing

relatives are considered model plants for cell and tissue

culture, and therefore for exploiting the genetic variation

induced by in vitro culture. The association between

molecular stability and tissue culture in different genetic

backgrounds and ploidy levels has already been explored.

However, it still remains to be ascertained whether somacl-

onal variation differs between callus-derived chromosome-

doubled and undoubled regenerants. Our research aimed at

investigating, through amplified fragment length polymor-

phism (AFLP) markers, the genetic changes in marker-

banding patterns of diploid and tetraploid regenerants

obtained from one clone each of Solanum bulbocastanum

Dunal and S. cardiophyllum Lindl (both 2n = 2x = 24) and

tetraploids from cultivated S. tuberosum L. (2n = 4x = 48).

Pairwise comparisons between the banding patterns of

regenerants and parents allowed detecting considerable

changes associated to in vitro culture both at diploid and

tetraploid level. The percentages of polymorphic bands

between diploid and tetraploid regenerants were, respec-

tively, 57 and 69% in S. bulbocastanum and 58 and 63% in

S. cardiophyllum. On average, the frequencies of lost

parental fragments in regenerants were significantly higher

than novel bands both in S. bulbocastanum (48 vs. 22%)

and S. tuberosum (36 vs. 18%) regenerants. By contrast, in

S. cardiophyllum, a similar incidence of the two events was

detected (32 vs. 29%). Our results revealed that structural

changes after tissue culture process strongly affected the

genome of the species studied, but diploid and tetraploids

regenerated plants responded equally.
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Introduction

The diploid (2n = 2x = 24) relatives of the potato provide

an inestimable resource of genes that can potentially be

transferred into the cultivated gene pool (Jansky and

Peloquin 2006). However, due to incompatibility barriers,

some species are sexually isolated from the tetraploid

(2n = 4x = 48) cultivated Solanum tuberosum L. The

mechanisms beyond are still an open question, but there is

evidence that interspecific pollen–pistil incompatibility,

nuclear–cytoplasmatic male sterility, and the endosperm

are major forces that strengthen the external hybridization

barriers (Camadro et al. 2004). Early studies reported that

chromosome doubling might represent a possible strategy

to improve the sexual compatibility between incongruent

wild species and the cultivated potato (Carputo et al. 1997).

In vitro culture systems provide a tool to easily manipulate

ploidy through adventitious shoot regeneration (Cardi et al.

1992). Indeed, it has been suggested that the instability in

the regulation of the mitotic process during dedifferentia-

tion into calli and regeneration into shoots often results in

chromosome doubling due to endopolyploidization or

nuclear fusion (Bayliss 1980). Besides overcoming sexual

barriers, regenerated polyploids can offer the opportunity

to break down the gametophytic self-incompatibility (GSI)

through competitive interactions (Golz et al. 2001) between

pollen-S alleles and the S-RNase present in the style

(Luu et al. 2000). Together with the advantages discussed

R. Aversano � F. Di Dato � A. Di Matteo � L. Frusciante �
D. Carputo (&)

Department of Soil, Plant, Environmental and Animal

Production Sciences, University of Naples ‘‘Federico II’’,
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above, the use of in vitro systems to double chromosome

numbers may generate cryptic genetic defects with unde-

sired effects on the phenotype that can seriously limit the

broader utility of regenerated polyploids. Tissue culture

system itself, in fact, acts as a mutagenic system, which

leads to the occurrence of somaclonal variation associated

with point mutations, chromosome aberrations, and epi-

genetic changes (for a review, see Jain 2001). For these

reasons, the need to ascertain the level of genetic and

phenotypic changes associated to tissue culture is now

widely followed among investigators, in order to under-

stand its advantages and disadvantages, as discussed by

Veilleux and Johnson (1998).

Cytogenetic, biochemical and molecular methods can be

used to investigate somaclonal variation (Vazquez 2001).

In particular, DNA-based marker systems, such as RAPD,

RFLP and ISSR have been extensively employed. Ampli-

fied fragment length polymorphism (AFLP) is probably the

most robust molecular technique for variability analysis

(Hale and Miller 2005). Indeed, its high reproducibility,

and the possibility to multiplex 50–100 loci per primer

evenly distributed throughout the genome, make AFLP a

powerful tool to detect tissue culture-induced changes.

Over the last decade, several studies have investigated

somaclonal variation by this technique, highlighting either

stability or instability of the genomes analyzed (Hashmi

et al. 1997; Arencibia et al. 1999; Vendrame et al. 1999;

Wilhelm 2000; Polanco and Ruiz 2002; Labra et al. 2004;

Li et al. 2007; Martelotto et al. 2007). However, most

observations revealed that the genome integrity is decid-

edly affected among plantlets regenerated from callus tis-

sue, and clonal uniformity is recognized to be the exception

rather than the rule (Jain 2001).

In the perspective of effectively capturing genetic diver-

sity of two incongruent late blight-resistant diploid potato

species (S. bulbocastanum Dunal and S. cardiophyllum

Lindl) and put it in an adapted form, we produced synthetic

tetraploids through tissue culture. The objective of this

research was to genotype (through AFLP markers) the re-

generants to investigate the effect of in vitro culture on cal-

lus-derived chromosome-doubled and undoubled

regenerants. Since the regenerants did not experience any

sexual event, the genetic changes they went through can be

mainly attributed to tissue culture.

Materials and methods

Production of 2x and 4x regenerants

The following clones were used in this study: blb1C of

S. bulbocastanum Dunal ssp. bulbocastanum (PI 275190)

and cph1C of S. cardiophyllum Lindl ssp. cardiophyllum

(PI 283062), both diploid (2n = 2x = 24) species origi-

nating from Mexico and displaying several resistance traits.

PIs were provided by the IR-1 Potato Introduction Project,

Sturgeon Bay, WI, USA. S. tuberosum cultivar Désirée

(2n = 4x = 48) was used as control in all performed

assays. Plantlets of each genotype were grown in vitro and

cultured on Murashige and Skoog (1962) (MS) medium

supplemented with 3% sucrose, 0.9% agar; pH 5.8. They

were incubated in a growth chamber at 24�C, 16 h cool

white light, 4,000 lux and maintained by means of monthly

subcultures. For each genotype, explants were excised from

10 different 4-week-old seedlings obtained through axillary

buds. Plants were grown in vitro as described above. In

order to promote callus differentiation, explants were cul-

tured for 2 weeks in 9-cm Petri dishes on MS medium

supplemented with 3% sucrose, 0.9% agar, 0.186 mg l-1

1-naphthaleneacetic acid (NAA), and 2.25 mg l-1 6-ben-

zylaminopurine (BAP); pH 5.8. All cultures were incubated

at 24�C, 16 h cool white light, 4,000 lux. Then, all the

explants were transferred for 5 weeks onto the same

medium containing 5 mg l-1 filter-sterilized Gibberellic

acid (GA3), instead of NAA, for shoot induction/elongation

(Karp et al. 1984). The frequency of regenerating explants

and the number of shoots per explant were evaluated.

Regenerated shoots were transferred to MS medium and

incubated as described above. Four-week-old rooted

plantlets were transferred into styrofoam trays filled with

sterile soil and acclimated to ex vitro conditions in a

growth chamber at 22/18�C day/night, 16 h light. For each

regenerant, the chloroplast number in stomata guard cells

of epidermal strip leaves and the number of somatic

chromosomes in root tips was used for determining the

ploidy level (Iovene et al. 2002).

AFLP analysis

We deployed 19 S. bulbocastanum (5 diploids and 14

tetraploids) and 20 S. cardiophyllum (5 diploids and 15

tetraploids) in vitro-regenerated genotypes. S. tuberosum

(cv. Désirée) and five of its regenerants were also analyzed.

DNA was isolated using the Qiagen Plant DNeasy Kit

according to the manufacturer’s instructions (Qiagen,

Valencia, CA, USA). AFLP fingerprints (Vos et al. 1995)

were generated using the commercially available AFLP kit

and protocol (Gibco-BRL AFLP analysis System I;

Life Technologies, Gaithersburg, MD, USA), which

employs EcoRI and MseI as restriction enzymes. For

selective amplification, five combinations of primers were

used: E-AGG ? M-CAA, E-ACC ? M-CTA, E-AGG ?

M-CTA, E-ACT ? M-CTG, and E-AGC ? MCAA.

Technical and biological replicates were performed twice

and only reproducible banding patterns were considered for

analysis.
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A fluorometric method was used for detecting AFLP

fragments with higher resolution than conventional radio-

detection techniques (Schwarz et al. 2000). EcoRI primers

were labeled with 6-carbozy-fluorescein (6-FAM), and the

MseI primers were unlabeled. AFLP fragments were elec-

trophoretically separated on 6% denaturing polyacrylamide

gels and the fluorescence detected with a Typhoon 9210

scanner (Amersham Biosciences). AFLP images were

analyzed with ImageQuant TE, v2002.01 (Amersham

Biosciences), and by visual inspection. For each genotype,

polymorphic fragments were recorded as 1/0 binary

matrices, where 1 indicates the presence and 0 the absence

of a given fragment. The coding generated from the anal-

ysis of the AFLP profiles described the presence/absence of

each fragment in the parent, in 2x and in 4x regenerants.

We took into consideration the following patterns: (111)

referring to fragments unaffected by tissue culture; (011)

fragments present both in the 2x and the 4x regenerants,

but not in the parent; (001) fragments present in the 4x

regenerants, but not in the parent and in the 2x regenerants;

(010) fragments present in the 2x regenerants, but not in

the parent and in the 4x regenerants; (100) parental frag-

ments absent both in the 2x and in the 4x regenerants; (110)

parental fragments absent only in the 4x regenerants; (101)

parental fragments absent only in the 2x regenerants.

Overall, the changes observed were assessed and classified

into two main categories: ‘‘gain’’ [(011), (001) and (010)],

where the appearance of ex novo AFLP fragments occurred

in the regenerants, and ‘‘loss’’ [(100), (110) and (101)],

where the disappearance of parental AFLP fragments

was observed in the regenerants. It must be pointed out

that the (100)-pattern does not refer to bands absent in

all regenerants, but to those parental bands which dis-

appeared at the same time in at least one 2x and one 4x

regenerant.

Data analysis

The statistical significance of differences between geno-

types for regeneration and doubling frequencies was tested

by v2 analysis. This analysis was also used to determine the

significance of differences between genotypes, species and

ploidy level in terms of molecular data. Yates’s correction

for continuity was employed. Genetic similarities among

clones were calculated as described by Aversano et al.

(2009).

Results

The production of tissue culture-derived regenerants is

reported in Table 1. All genotypes produced plantlets, with

higher regeneration frequencies in S. cardiophyllum (62%).

As for S. bulbocastanum, even though regeneration fre-

quency was lower (34%) than that displayed by S. car-

diophyllum, the number of shoots per explant was higher

(2.5). The analysis of chromosomes in root tips revealed

that plants considered 2x on the basis of chloroplast count

always had 24 chromosomes; those considered 4x always

showed 48 chromosomes. This analysis allowed the

detection of 19 diploid regenerants (31%) and 42 tetraploid

regenerants (69%). Comparing data obtained from

S. bulbocastanum and S. cardiophyllum, doubling fre-

quencies were not significantly different (p \ 0.05).

S. tuberosum regenerated only 4x shoots.

We used five AFLP primer pairs to examine the effect of

in vitro regeneration at whole genome level both in 2x and

in 4x derivatives. To better appreciate the response of re-

generants according to ploidy, we examined separately the

diploid and the tetraploid derivatives for each species. All

bands were scored as a binary character for absence (0) and

presence (1). Total polymorphism scored is given in

Table 2. In S. bulbocastanum, the assay generated a total of

2,887 bands, representing 241 distinguishable genetic loci

(data not shown). A pairwise comparison between loci

detected in the parent with those in 2x regenerants showed

that 79 sites out of 139 were changed, of which 45% (63/

139) were lost in 2x regenerants and 12% (16/139) were

gained. Differences between ‘‘loss’’ and ‘‘gain’’ were sta-

tistically significant based on an expectation of equal

occurrence (v2 = 27.9, p \ 0.01). In 4x regenerants, we

found the ‘‘loss’’ sites predominant as well. In particular,

50% (80/160) of polymorphic sites disappeared in 4x re-

generants and 19% (31/160) appeared ex novo. These

differences were statistically significant (v2 = 21.6,

p \ 0.01). As for S. cardiophyllum, we scored a total of

4,357 bands representing 303 loci. A pairwise comparison

between cph1C and 2 regenerants indicated that in 2x

Table 1 Regeneration

frequency, mean number (±SE)

of shoots and ploidy level of

genotypes regenerated from

S. bulbocastanum (blb1C),

S. cardiophyllum (cph1C),

and S. tuberosum (Désirée)

Genotype Cultured

explants (n)

Regeneration

(%)

Shoots/explant

(n ± SE)

Regenerants [n (%)]

2x 4x

blb1C 64 34.4 2.5 ± 1.5 12 (37.5) 20 (62.5)

cph1C 45 62.2 1.9 ± 1.1 7 (29.2) 17 (70.8)

Désirée 16 28.1 1.6 ± 0.5 0 5 (100)

Total 19 (31.1) 42 (68.9)
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regenerants, the frequency of ‘‘loss’’ loci was slightly

higher (30%) than the ‘‘gain’’ (28%). Similar results were

obtained in the 4x regenerants (33 vs. 30%). In S. tubero-

sum, the frequency of ‘‘loss’’ fragments (36%) and that of

‘‘gain’’ (18%) were statistically significant (v2 = 12.3,

p \ 0.01). Overall, we did not find significant differences

between 2x and 4x in terms of loss and gain.

A broad comparison among parents, 2x and 4x regen-

erants was carried out. Seven types of banding patterns

were observed as described in ‘‘Materials and methods’’.

We used the Venn diagram to compare them (Fig. 1). As

for S. bulbocastanum, we found that both in 2x and 4x

regenerants, 73 fragments were gained and 77 parental

fragments disappeared. We considered these bands as an

effect of tissue culture-induced variation (classes 011 and

100, respectively). Twenty-five loci were de novo observed

only in the 4x derivates, whereas 19 were lost only in the

tetraploid ones (classes 001 and 110, respectively). We

called these bands ‘‘diagnostic fragments’’ because they

may be ploidy-associated. Among the diploid regenerants

no de novo loci (010) were scored, whereas four parental

fragments disappeared (101). As for S. cardiophyllum, 83

bands belonged to 011 class and 75–100 class. Six loci

were de novo observed only in the 4x derivates, whereas 26

were lost only in the tetraploids (classes 001 and 110,

respectively). No de novo loci were found in the diploid

regenerants (010), whereas 14 were lost only in 2x

regenerants.

Two UPGMA dendrograms are presented in Fig. 2a, b.

Due to the low similarity values, the S. bulbocastanum and

S. cardiophyllum dendrograms lacked a well-supported

grouping, suggesting that regenerants have diverged sig-

nificantly from each other and from the parents. Several

clusters were found with both 2x and 4x regenerants

clustered together.

Discussion

Recently, the association between molecular stability and

tissue culture in various potato species has been explored

(Aversano et al. 2009; Sharma et al. 2007; Barandalla et al.

2006). However, so far, it remains to be ascertained whe-

ther somaclonal variation differs between callus-derived

chromosome-doubled and undoubled regenerants. To

address this issue, we have firstly produced diploid and tet-

raploid regenerants from wild S. bulbocastanum and

S. cardiophyllum (both 2n = 2x = 24) and tetraploids from

Fig. 1 Venn diagram showing

unique and shared fragments

among S. bulbocastanum and S.
cardiophyllum diploid (r2x) and

tetraploid (r4x) regenerants and

the parents (blb1C and cph1C,

respectively) they derived from

Table 2 Number of total and

polymorphic AFLP bands

scored among 2x and 4x

regenerants of Solanum
bulbocastanum,

S. cardiophyllum
and S. tuberosum

For each ploidy level, the

frequency of loss-type and

gain-type bands is reported

ns Not significant

* Significant at p \ 0.01

Total bands (n) Polymorphic

bands [n (%)]

Loss

[n (%)]

Gain

[n (%)]

vloss vs. gain
2

S. bulbocastanum

2x 139 79 (57) 63 (45) 16 (12) 27.9*

4x 160 111 (69) 80 (50) 31 (19) 21.6*

v2x vs. 4x
2 5.3 ns 2.0 ns 4.7 ns

S. cardiophyllum

2x 297 172 (58) 89 (30) 83 (28) 0.2 ns

4x 303 190 (63) 101 (33) 89 (30) 0.7 ns

v2x vs. 4x
2 0.9 ns 0.7 ns 0.2 ns

S. tuberosum

4x 207 111 (54) 74 (36) 37 (18) 12.3*
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cultivated S. tuberosum (2x = 4x = 48). Under identical

regeneration conditions (such as the in vitro process and its

duration, hormone and nutrient balance, explant type and age

of donor plant, etc.), the genotypes behaved differently in

their ability to polyploidize. Indeed, diploid wild species

doubled their chromosome complements, whereas tetraploid

S. tuberosum did not produce regenerants with higher ploidy

level. These data are in agreement with early reports dem-

onstrating that cytological stability increases with ploidy

level (Cardi et al. 1992; Pijnacker et al. 1989; Sree Ramulu

1987). The extent of genetic variation of regenerants

obtained was ascertained through molecular markers. AFLP

analysis revealed that structural changes due to the regen-

eration process strongly affected the genome of the species

studied. We hypothesize that changes observed in our

genotypes were due to the regeneration process accom-

plished through a callus phase rather than in vitro micro-

propagation through axillary buds. Indeed, in the potato,

Sharma et al. (2007) demonstrated that no polymorphisms

are detected among AFLP profiles of in vitro propagated

plants obtained through axillary buds. In our study, the

occurrence of novel bands as well as the disappearance of

some parental fragments in the regenerants were detected at

high rates. ‘‘Loss’’ fragments were significantly higher than

‘‘gain’’ fragments in S. bulbocastanum and in S. tuberosum

but not in S. cardiophyllum, where a similar incidence of the

two events was detected. It is well known that the duration of

tissue culture strongly challenges genome integrity (for a

recent review, see Bairu et al. 2011). Although our regen-

erants experienced a relatively short time exposure to tissue

culture conditions, they still showed genomic variation. In

the literature, it is reported that short time tissue culture may

affect genome integrity. For instance, Guo et al. (2006) were

able to detect genomic variation in 63 phenotypically-nor-

mal regenerants of Codonopsis lanceolata obtained by

2 weeks of culture onto a callus induction medium followed

by a 4-week period for shoot regeneration from calli. Sultana

et al. (2005) detected genome instability in Indica Basmati

rice cultured for 2 weeks on callus induction medium. Such

evidence reasonably suggests that the somaclonal variation

observed in the regenerants analyzed here is brought about

by dedifferention stress rather than the short time exposure to

tissue culture. Its extent may also depend on the genotype, as

already reported in several species including Camellia spp.

(Devarumath et al. 2002), Capsicum annuum (Hossain et al.

2003), Codonopsis lanceolata (Guo et al. 2006) and Solanum

(Aversano et al. 2009; Sharma et al. 2007). Moreover, to

explain such a different response to tissue culture, we might

hypothesize that activation of a cryptic mutator system like

transposition of mobile elements (Kaeppler et al. 2000) and/

or malfunction of a normally functional anti-mutational

system rather than point mutations may vary from one

genotype to another.

After whole genome integrity assessment, we compared

the effects of in vitro culture between callus-derived

chromosome-doubled and undoubled regenerants. Towards

this goal, we considered only those AFLP bands present in

4x regenerants but missing in the 2x ones (parents and

derivatives) and vice versa (001- and 110-types, respec-

tively). Although these banding patterns totaled 18 and

10% in S. bulbocastanum and S. cardiophyllum, respec-

tively, cluster analysis failed to reveal significant correla-

tions between ploidy and observed changes. These results

suggest that diploid and tetraploids regenerated plants

Fig. 2 UPGMA dendrograms of S. bulbocastanum (a), S. cardiophyl-
lum (b) 2x and 4x regenerants obtained through in vitro tissue culture.

The parental genotypes blb 1C and cph 1C are also included
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respond randomly to tissue culture conditions. Similarly, in

a study by Stupar et al. (2007) on non-additive gene reg-

ulation in tetraploids of diploid S. phureja obtained by

somatic embriogenesis, RAPD and AFLP analyses dis-

played no significant polymorphisms within the ploidy

series. It might be argued that diagnostic fragments could

be related to genome duplication per se rather than so-

maclonal variation. However, the genetic material pro-

duced in this study does not allow investigations on the

effect of genome doubling. Such a hypothesis remains to be

proved once any source of variability (besides polyploidi-

zation) has been ruled out. In Solanum, various authors

have reported that somaclonal variation affects noteworthy

traits such as resistance to tuber soft rot and root-knot

nematodes (Taylor et al. 1993; Grammatikaki et al. 1999),

nutrition quality (Langille et al. 1998) and agronomic traits

(Thieme and Griess 1996). Despite the great plasticity of

the potato genome (Hasim et al. 1990; Abe et al. 1999; Jain

2001), we did not observe shifts in terms of resistance to

late blight in any of the regenerated plants tested (data not

shown), and all genotypes showed the same high resistance

level as their parents, revealing for this trait a ‘‘silent nat-

ure’’ of the changes observed. However, some gene chan-

ges might not have been observed at a morphological or

physiological level because the structural differences in the

gene product may not have altered its biological activity

sufficiently to result in a modified phenotype. Since we

found our species to be prone to genomic changes after in

vitro regeneration, we cannot exclude that other phenotypic

traits were affected by somaclonal variation.

In conclusion, our study provided evidence that the

genome integrity of callus-derived regenerants is strongly

affected by tissue culture. We believe that, when the aim of

in vitro regeneration is not to generate genetic variability

but rather offer tools for other purposes (e.g., overcome

sexual barriers or self-incompatibility), breeders should

bear in mind that plants derived even through organized

meristem culture may not always be genetically true-to-

type due to the unpredictable and uncontrollable nature of

somaclonal variation. Our study also provided evidence

that chromosome-doubled and undoubled regenerants are

evenly affected by somaclonal variation.

Acknowledgments Contribution no. 244 from the Department of

Soil, Plant, Environmental and Animal Production Sciences. Part of

this research was carried out within the project ‘‘Effect of poliploi-

dization on gene expression in Solanum spp. genotypes’’, funded by

Mi.U.R. Thanks to Mr. R. Nocerino for technical assistance.

References

Abe K, Otomo T, Saito S (1999) The use of somaclonal variation in

rice breeding. I. Genetic variation in rice regenerant pedigree

lines derived from a single callus. Rep Kyushu Branch Crop Sci

Soc Jpn 56:59–63

Arencibia A, Carmona ER, Cornide MT, Castiglione S, Orelly J, Chinea

A, Oramai P, Sala F (1999) Somaclonal variation in insect-

resistance transgenic sugarcane (Saccharum hybrid) plants pro-

duced by cell electroporation. Transgenic Res 8:349–360

Aversano R, Savarese S, De Nova JM, Frusciante L, Punzo M,

Carputo D (2009) Genetic stability at nuclear and plastid DNA

level in regenerated plants of Solanum species and hybrids.

Euphytica 165:353–361. doi:10.1007/s10681-008-9797-z

Bairu MW, Adeyemi OA, Van Staden J (2011) Somaclonal variation

in plants: causes and detection methods. Plant Growth Regul

63:147–173

Barandalla L, Ritter E, Ruiz De Galarreta JI (2006) Oryzalin

treatment of potato diploids yields tetraploid and chimeric plants

from which euploids could be derived by callus induction. Potato

Res 10:143–154

Bayliss MW (1980) Chromosomal variation in plant tissue culture. Int

Rev Cytol 11:113–143

Camadro E, Carputo D, Peloquin SJ (2004) Substitutes for genome

differentiation in tuber-bearing Solanum: interspecific pollen–

pistil incompatibility, nuclear–cytoplasmic male sterility, and

endosperm. Theor Appl Genet 109:1369–1376. doi:10.1007/

s00122-004-1753-2

Cardi T, Carputo D, Frusciante L (1992) In vitro shoot regeneration

and chromosome doubling in 2x-potato and 3x-potato clones.

Am Potato J 69:1–12

Carputo D, Barone A, Cardi T, Sebastiano A, Frusciante L, Peloquin

SJ (1997) Endosperm balance number manipulation for direct in

vivo germplasm introgression to potato from a sexually isolated

relative (Solanum commersonii Dun). Proc Natl Acad Sci USA

94:12013–12017

Devarumath RM, Nandy S, Rani V, Marimuthu S, Muraleedharan N,

Raina SN (2002) RAPD, ISSR and RFLP fingerprints as useful

markers to evaluate genetic integrity of micropropagated plants

of three diploid and triploid elite tea clones representing

Camellia sinensis (China type) and C. assamica ssp. assamica
(Assam- India type). Plant Cell Rep 21:166–173

Golz J, Oh H, Su V, Kusaba M, Newbigin E (2001) Genetic analysis

of Nicotiana pollen-part mutants is consistent with the presence

of an S-ribonuclease inhibitor at the S-locus. Proc Natl Acad Sci

USA 98:15372–15376. doi:10.1073/pnas.261571598

Grammatikaki G, Vovlas N, Kaltsikes PJ, Sonnino A (1999)

Response of potato gametoclones to infection of four root-knot

nematode (Meloidogyne) species. Russ J Nematol 7:155–

159

Guo W, Gong L, Ding Z, Li Y, Li F, Zhao S, Liu B (2006) Genomic

instability in phenotypically normal regenerants of medical plant

Codonopsis lanceolata Benth. et Hook. f., as revealed by ISSR

and RAPD markers. Plant Cell Rep 25:896–906

Hale AL, Miller JC (2005) Suitability of AFLP and microsatellite

marker analysis for discriminating intraclonal variants of the

potato cultivar Russet Norkotah. J Am Soc Hortic Sci

130:624–630

Hashmi G, Huettel R, Meyer R, Krusberg L, Hammerschlag P (1997)

RAPD analysis of somaclonal variants derived from embryo

callus cultures of peach. Plant Cell Rep 16:624–627

Hasim ZN, Cambell WF, Carman JG (1990) Morphological analysis

of spring wheat (CIMMYT cultivar PC YT-10) somaclones.

Plant Cell Tissue Organ 20:95–100

Hossain MA, Konisho K, Minami M, Nemoto K (2003) Somaclonal

variation of regenerated plants in chili pepper (Capsicum
annuum L). Euphytica 130:233–239

Iovene M, Frusciante L, Carputo D (2002) Shoot regeneration and

chromosome doubling in accessions of 2x(1EBN) and 4x(2EBN)

wild Solanum species. J Genet Breed 56:99–105

270 Plant Biotechnol Rep (2011) 5:265–271

123

http://dx.doi.org/10.1007/s10681-008-9797-z
http://dx.doi.org/10.1007/s00122-004-1753-2
http://dx.doi.org/10.1007/s00122-004-1753-2
http://dx.doi.org/10.1073/pnas.261571598


Jain S (2001) Tissue culture-derived variation in crop improvement.

Euphytica 118:153–166

Jansky S, Peloquin SJ (2006) Advantages of wild diploid Solanum
species over cultivated diploid relatives in potato breeding

programs. Genet Resour Crop Evol 53:669–674. doi:10.1007/

s10722-004-2949-7

Kaeppler SM, Kaeppler HF, Rhee Y (2000) Epigenetic aspects of

somaclonal variation in plants. Plant Mol Biol 43:179–188

Karp A, Risiott R, Jones MJK, Bright SWJ (1984) Cromosome

doubling in monohaploid and dihaploid potatoes by regeneration

from coultured leaf explants. Plant Cell Tissue Organ 3:363–373

Labra M, Vannini C, Grassi F, Bracale M, Balsemin M, Basso B, Sala

F (2004) Genomic stability in Arabidopsis thaliana transgenic

plants obtained by floral dip. Theor Appl Genet 109:1512–1518

Langille AR, Lan Y, Gustine DL (1998) Seeking improved nutritional

properties for the potato: ethionine-resistant protoclones. Am

Potato J 70:735–741

Li X, Yu X, Wang N, Feng Q, Dong Z, Liu L, Shen J, Liu B (2007)

Genetic and epigenetic instabilities induced by tissue culture in

wild barley (Hordeum brevisubulatum (Trin) Link). Plant Cell

Tissue Organ 90:153–168

Luu D, Qin X, Morse D, Cappadocia M (2000) S-RNase uptake by

compatible pollen tubes in gametophytic self-incompatibility.

Nature 407:649–651

Martelotto LG, Ortiz JPA, Stein J, Espinoza F, Quarin CL, Pessino

SC (2007) Genome rearrangements derived from autopolyplo-

idization in Paspalum sp. Plant Sci 172:970–977

Murashige T, Skoog F (1962) A revised medium from rapid growth

and bioassays with tobacco tissue cultures. Physiol Plant

15:251–258

Pijnacker LP, Ferwerda MA, Puite KJ, Schaart JG (1989) Chromo-

some elimination and mutation in tetraploid somatic hybrids of

Solanum tuberosum and Solanum phureja. Plant Cell Rep

8:82–85

Polanco C, Ruiz ML (2002) AFLP analysis of somaclonal variation in

Arabidopsis thaliana regenerated plants. Plant Sci 162:817–824

Schwarz G, Herz M, Huang XQ, Michalek W, Jahoor A, Wenzel G,

Mohler V (2000) Application of fluorescence-based semi-

automated AFLP analysis in barley and wheat. Theor Appl Genet

100:545–551

Sharma SK, Bryan GJ, Winfield MO, Millam S (2007) Stability of

potato (Solanum tuberosum L.) plants regenerated via somatic

embryos, axillary bud proliferated shoots, microtubers and true

potato seeds: a comparative phenotypic, cytogenetic and molec-

ular assessment. Planta 226:1449–1458. doi:10.1007/s00425-

007-0583-2

Sree Ramulu K (1987) Genetic instability during plant regeneration in

potato, origin and implications. Plant Physiol 6:211–218

Stupar RM, Bhaskar PB, Yandell BS, Rensink WA, Hart AL, Ouyang S,

Veilleux RE, Busse JS, Erhardt RJ, Buell CR, Jiang J (2007)

Phenotypic and transcriptomic changes associated with potato

autopolyploidization. Genetics 176:2055–2067. doi:10.1534/

genetics.107.074286

Sultana R, Tahira F, Tayyab H, Khurram B, Shiekh R (2005) RAPD

characterization of somaclonal variation in indica basmati rice.

Pak J Bot 37:249–262

Taylor RJ, Secor GA, Ruby CL, Orr PH (1993) Tuber yield, soft rot

resistance, bruising resistance and processing quality in a popu-

lation of potato (cv. Crystal) somatoclones. Am Potato J

70:117–130

Thieme R, Griess H (1996) Somaclonal variation of haulm growth,

earliness, and yield in potato. Potato Res 39:355–365

Vazquez AM (2001) Insight into somaclonal variation. Plant Biosyst

135:57–62

Veilleux RE, Johnson AAT (1998) Somaclonal variation: molecular

evidence and utilization in plant breeding. Plant Breed Rev

16:229–268

Vendrame WA, Kochert G, Wetzstein HY (1999) AFLP analysis of

variation in pecan somatic embryos. Plant Cell Rep 28:853–857

Vos P, Hogers R, Bleeker M, Reijans M, van de Lee T, Hornes M,

Frijters A, Pot J, Peleman J, Kuiper M, Zabeau M (1995) AFLP:

a new technique for DNA fingerprinting. Nucleic Acids Res

23:4407–4414

Wilhelm E (2000) Somatic embryogenesis in oak (Quercus spp.).

In Vitro Cell Dev-Pl 36:349–357

Plant Biotechnol Rep (2011) 5:265–271 271

123

http://dx.doi.org/10.1007/s10722-004-2949-7
http://dx.doi.org/10.1007/s10722-004-2949-7
http://dx.doi.org/10.1007/s00425-007-0583-2
http://dx.doi.org/10.1007/s00425-007-0583-2
http://dx.doi.org/10.1534/genetics.107.074286
http://dx.doi.org/10.1534/genetics.107.074286

	AFLP analysis to assess genomic stability in Solanum regenerants derived from wild and cultivated species
	Abstract
	Introduction
	Materials and methods
	Production of 2x and 4x regenerants
	AFLP analysis
	Data analysis

	Results
	Discussion
	Acknowledgments
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated v2 300% \050ECI\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 149
  /ColorImageMinResolutionPolicy /Warning
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 149
  /GrayImageMinResolutionPolicy /Warning
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 599
  /MonoImageMinResolutionPolicy /Warning
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
    /DEU <>
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 841.890]
>> setpagedevice


