
NCBI ID Clade Phylum Class Order Family Genus Species EnvironmentMethyltransferase
ABO92121.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas salmonicida subsp. salmonicida A449freshwaterMethyltransf_25

ACN13200.1VII ProteobacteriaDeltaproteobacteriaDesulfobacteralesDesulfobacteraceaeDesulfobacteriumDesulfobacterium autotrophicum HRM2multiple Methyltransf_31

ADO11389.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea vagans C9-1terrestrial Methyltransf_25

ADP10859.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. Ejp617terrestrial Methyltransf_25

ADP98497.1V ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter adhaerens HP15marine Methyltransf_31

ADU71258.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. At-9bterrestrial Methyltransf_12

AIX52114.1 IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. PSNIH1terrestrial Methyltransf_12

CAG22398.1IX ProteobacteriaGammaproteobacteriaVibrionales VibrionaceaePhotobacteriumPhotobacterium profundum SS9multiple Methyltransf_12

CCO49244.1IX ProteobacteriaGammaproteobacteriaVibrionales VibrionaceaeVibrio Vibrio nigripulchritudo SOn1marine Methyltransf_12

EIB97654.1 IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. Sc1]terrestrial Methyltransf_12

ENV00193.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterAcinetobacter sp. NIPH 899terrestrial Methyltransf_25

ENW25723.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterAcinetobacter lwoffii NCTC 5866 = CIP 64.10 = NIPH 512terrestrial Methyltransf_31

ERK17000.1 IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. AS-PWVM4terrestrial Methyltransf_12

KEI72528.1 IX ProteobacteriaGammaproteobacteriaOceanospirillalesEndozoicomonaceaeEndozoicomonasEndozoicomonas elysicolamarine Methyltransf_12

KEK26869.1 IX ProteobacteriaGammaproteobacteriaAlteromonadalesShewanellaceaeShewanella Shewanella xiamenensismarine Methyltransf_12

KEQ17325.1IX ProteobacteriaGammaproteobacteriaOceanospirillalesEndozoicomonaceaeEndozoicomonasEndozoicomonas numazuensismarine Methyltransf_12

KFL34065.1 VIII ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum sp. SCADCterrestrial Methyltransf_31

KGM07216.1IV ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga thiooxydansmarine Methyltransf_12

KGO33924.1VI ProteobacteriaDeltaproteobacteriaDesulfobacteralesDesulfobulbaceaeDesulfobulbusDesulfobulbus sp. Tol-SRterrestrial Methyltransf_25

KHG33776.1VIII ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum sp. MESfreshwaterMethyltransf_31

KMV73205.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeUnclassified (Erwiniaceae)bacteria symbiont BFo1 of Frankliniella occidentalisterrestrial Methyltransf_12

KTC75633.1 IX ProteobacteriaGammaproteobacteriaLegionellalesLegionellaceaeLegionella Legionella anisamultiple Methyltransf_31

NEO40907.1IX CyanobacteriaOscillatoriophycideaeOscillatorialesOscillatoriaceaeMoorea Moorea sp. SIOASIHmultiple Methyltransf_25

NEP20964.1IX CyanobacteriaOscillatoriophycideaeOscillatorialesOscillatoriaceaeMoorea Moorea sp. SIO3I6multiple Methyltransf_25

sp_A0R5N0_EGTB_MYCS2OUT ActinobacteriaActinobacteriaCorynebacterialesMycobacteriaceaeMycolicibacteriumMycolicibacterium smegmatisterrestrial Absent

sp_G7CFI3_EGTB_MYCT3OUT ActinobacteriaActinobacteriaCorynebacterialesMycobacteriaceaeMycolicibacteriumMycolicibacterium thermoresistibileterrestrial Absent

sp_Q7D513_EGTB_MYCTOOUT ActinobacteriaActinobacteriaCorynebacterialesMycobacteriaceaeMycolicibacteriumMycolicibacterium tuberculosisterrestrial Absent

TAD81928.1OUT CyanobacteriaOscillatoriophycideaeOscillatorialesUnclassified (Oscillatoriales)Unclassified (Oscillatoriales)Unclassified (Oscillatoriales)freshwaterAbsent

TNF49314.1VII ProteobacteriaDeltaproteobacteriaUnclassified (Deltaproteobacteria)Unclassified (Deltaproteobacteria)Unclassified (Deltaproteobacteria)Unclassified (Deltaproteobacteria)freshwaterMethyltransf_31

WP_002936584.1V ProteobacteriaBetaproteobacteriaRhodocyclalesZoogloeaceaeThauera Thauera sp. 27freshwaterMethyltransf_31

WP_003434996.1VIII BacteroidetesFlavobacteriaFlavobacterialesFlavobacteriaceaePsychroflexusPsychroflexus gondwanensisfreshwaterMethyltransf_12

WP_003634377.1IX ProteobacteriaGammaproteobacteriaLegionellalesLegionellaceaeLegionella Legionella longbeachaemultiple Methyltransf_25

WP_004165056.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia amylovoraterrestrial Methyltransf_12

WP_004311294.1V ProteobacteriaBetaproteobacteriaRhodocyclalesZoogloeaceaeThauera Unclassified (Thauera)unknown Methyltransf_25

WP_004647379.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterUnclassified (Acinetobacter)unknown Methyltransf_12

WP_004869078.1III ProteobacteriaAcidithiobacilliaAcidithiobacillalesAcidithiobacillaceaeAcidithiobacillusAcidithiobacillus caldusterrestrial Methyltransf_11

WP_004932687.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterAcinetobacter soliterrestrial Methyltransf_31

WP_004991446.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterAcinetobacter ursingiiterrestrial Methyltransf_31

WP_005327355.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas mediafreshwaterMethyltransf_12

WP_005349458.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas diversamultiple Methyltransf_25

WP_005356091.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas veroniimultiple Methyltransf_25

WP_006007646.1V ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeGlaciecola Glaciecola puniceamarine Methyltransf_31

WP_006121191.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea stewartii (2)unknown Methyltransf_25

WP_006459724.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrospiraThiomicrospira aerophilamarine Methyltransf_25

WP_007146827.1IV ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga aminisulfidivoransmarine Methyltransf_12

WP_007225574.1V ProteobacteriaGammaproteobacteriaCellvibrionalesSpongiibacteraceaeBD1-7 clademarine gamma proteobacterium HTCC2143marine Methyltransf_31

WP_007349006.1V ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter sp. ELB17freshwaterMethyltransf_31

WP_007463836.1IX ProteobacteriaGammaproteobacteriaVibrionales VibrionaceaePhotobacteriumPhotobacterium marinummarine Methyltransf_12

WP_007651817.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesShewanellaceaeShewanella Shewanella sp. HN-41marine Methyltransf_12



WP_007893614.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. GM01terrestrial Methyltransf_12

WP_008059537.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesSterolibacteriaceaeMethyloversatilisMethyloversatilis universalis (2)unknown Methyltransf_31

WP_008098116.1VIII VerrucomicrobiaVerrucomicrobiaeUnclassified (Verrucomicrobiae)Unclassified Verrucomicrobiae)Unclassified (Verrucomicrobiae)Verrucomicrobiae bacterium DG1235marine Methyltransf_31

WP_008106736.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Unclassified (Pantoea)unknown Methyltransf_25

WP_008303317.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterUnclassified (Acinetobacter)unknown Methyltransf_25

WP_008339092.1IX ProteobacteriaEpsilonproteobacteriaCampylobacteralesHelicobacteraceaeSulfurimonasSulfurimonas gotlandicamarine Methyltransf_31

WP_008926371.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. aBterrestrial Methyltransf_25

WP_009100571.1V ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonas Halomonas sp. GFAJ-1marine Methyltransf_31

WP_009563113.1III ProteobacteriaAcidithiobacilliaAcidithiobacillalesAcidithiobacillaceaeAcidithiobacillusAcidithiobacillus ferrooxidansmultiple Methyltransf_12

WP_009601607.1IX ProteobacteriaGammaproteobacteriaVibrionales VibrionaceaeVibrio Vibrio caribbeanicusmarine Methyltransf_12

WP_009634791.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeSerratia Serratia sp. M24T3terrestrial Methyltransf_12

WP_009723061.1V ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonas Halomonas sp. TD01freshwaterMethyltransf_31

WP_009725765.1IV ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga lonarensisfreshwaterMethyltransf_31

WP_010605136.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesPseudoalteromonadaceaePseudoalteromonasPseudoalteromonas flavipulchramarine Methyltransf_31

WP_010641281.1III ProteobacteriaAcidithiobacilliaAcidithiobacillalesAcidithiobacillaceaeAcidithiobacillusAcidithiobacillus thiooxidansmarine Methyltransf_12

WP_011074094.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesShewanellaceaeShewanella Shewanella oneidensismultiple Methyltransf_12

WP_011112874.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas europaeamarine Methyltransf_12

WP_011182050.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterAcinetobacter baylyimultiple Methyltransf_12

WP_011370964.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio crunogenusmarine Methyltransf_31

WP_011372112.1IX ProteobacteriaEpsilonproteobacteriaCampylobacteralesHelicobacteraceaeSulfurimonasSulfurimonas denitrificansmarine Methyltransf_31

WP_011381555.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosospiraNitrosospira multiformisterrestrial Methyltransf_31

WP_011616473.1OUT ProteobacteriaBetaproteobacteriaBurkholderialesBurkholderiaceaeCupriavidus Cupriavidus necatorterrestrial Absent

WP_011633927.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas eutrophamultiple Methyltransf_25

WP_011704222.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas hydrophila (2)unknown Methyltransf_25

WP_011715504.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesShewanellaceaeShewanella Shewanella sp. ANA-3multiple Methyltransf_12

WP_011761529.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesShewanellaceaeShewanella Shewanella amazonensismultiple Methyltransf_12

WP_011845531.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesShewanellaceaeShewanella Shewanella balticamarine Methyltransf_12

WP_011918491.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesShewanellaceaeShewanella Shewanella putrefaciensmarine Methyltransf_12

WP_011936964.1VI ProteobacteriaDeltaproteobacteriaDesulfuromonadalesGeobacteraceaeGeobacter Geobacter uraniireducensmarine Methyltransf_31

WP_011980090.1IX ProteobacteriaEpsilonproteobacteriaUnclassified (Epsilonproteobacteria)Unclassified (Epsilonproteobacteria)Sulfurovum Sulfurovum sp. NBC37-1marine Methyltransf_31

WP_012012938.1IX ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeArcobacter Arcobacter butzleri multiple Methyltransf_11

WP_012439783.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia tasmaniensisterrestrial Methyltransf_25

WP_012525714.1OUT ProteobacteriaDeltaproteobacteriaMyxococcalesAnaeromyxobacteraceaeAnaeromyxobacterAnaeromyxobacter sp. Kterrestrial Absent

WP_012528496.1VI ProteobacteriaDeltaproteobacteriaDesulfuromonadalesGeobacteraceaeGeobacter Geobacter bemidjiensisterrestrial Methyltransf_25

WP_012666395.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia pyrifoliaeterrestrial Methyltransf_25

WP_012728391.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeTolumonas Tolumonas auensisfreshwaterMethyltransf_25

WP_012773768.1VI ProteobacteriaDeltaproteobacteriaDesulfuromonadalesGeobacteraceaeGeobacter Geobacter sp. M21marine Methyltransf_31

WP_012823950.1IX ProteobacteriaGammaproteobacteriaChromatialesHalothiobacillaceaeHalothiobacillusHalothiobacillus neapolitanusmultiple Methyltransf_25

WP_012857514.1VIII ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum deleyianummarine Methyltransf_31

WP_013148342.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesMethylophilaceaeMethyloteneraMethylotenera versatilisfreshwaterMethyltransf_31

WP_013200043.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia billingiaeterrestrial Methyltransf_12

WP_013260884.1V ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)multiple Methyltransf_31

WP_013445729.1VIII BacteroidetesBacteroidia BacteroidalesPaludibacteraceaePaludibacterPaludibacter propionicigenesterrestrial Methyltransf_12

WP_013577821.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeRahnella Rahnella aquatilismultiple Methyltransf_25

WP_013648122.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas sp. AL212multiple Methyltransf_31

WP_013784137.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas naphthalenivoransmarine Methyltransf_31

WP_013834582.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrospiraThiomicrospira cyclicamarine Methyltransf_12

WP_014030106.1III ProteobacteriaAcidithiobacilliaAcidithiobacillalesAcidithiobacillaceaeAcidithiobacillusAcidithiobacillus ferrivoransfreshwaterMethyltransf_25

WP_014474297.1IX ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeArcobacter Arcobacter sp. Lmultiple Methyltransf_25

WP_014703953.1IV ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga frappierifreshwaterMethyltransf_31



WP_014706105.1IV ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga nitratireducenticrescensmarine Methyltransf_31

WP_014769991.1VIII ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum barnesiimarine Methyltransf_31

WP_014869613.1V ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter sp. BSs20148marine Methyltransf_31

WP_014998471.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas macleodii (2)unknown Methyltransf_31

WP_015024289.1VIII BacteroidetesFlavobacteriaFlavobacterialesFlavobacteriaceaePsychroflexusPsychroflexus torquismarine Methyltransf_12

WP_015718443.1VI ProteobacteriaDeltaproteobacteriaDesulfuromonadalesGeobacteraceaeGeobacter Geobacter sp. M18terrestrial Methyltransf_31

WP_016659594.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterAcinetobacter indicusterrestrial Methyltransf_31

WP_017492804.1IX ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)freshwaterMethyltransf_12

WP_018405344.1V ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter lipolyticusmarine Methyltransf_31

WP_018410809.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesSterolibacteriaceaeMethyloversatilisMethyloversatilis thermotoleransfreshwaterMethyltransf_31

WP_018981813.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeSalinimonasSalinimonas chungwhensismarine Methyltransf_31

WP_018986837.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesMethylophilaceaeMethylophilusMethylophilus methylotrophusmarine Methyltransf_31

WP_019037296.1VIII BacteroidetesFlavobacteriaFlavobacterialesFlavobacteriaceaePsychroflexusPsychroflexus tropicusmarine Methyltransf_12

WP_019209383.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeYersinia Yersinia massiliensisfreshwaterMethyltransf_25

WP_019540394.1VIII BacteroidetesBacteroidia BacteroidalesDysgonamonadaceaeProteiniphilumProteiniphilum acetatigenesmarine Methyltransf_25

WP_019557491.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrorhabdusThiomicrorhabdus arcticamarine Methyltransf_31

WP_019894021.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio halophilusmarine Methyltransf_31

WP_019934886.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeOceanimonasOceanimonas smirnoviimarine Methyltransf_31

WP_020164405.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesSterolibacteriaceaeMethyloversatilisMethyloversatilis discipulorum (1)unknown Methyltransf_31

WP_020505798.1V ProteobacteriaGammaproteobacteriaChromatialesChromatiaceaeLamprocystisLamprocystis purpureamultiple Methyltransf_25

WP_020592459.1IX ProteobacteriaAlphaproteobacteriaKiloniellales KiloniellaceaeKiloniella Kiloniella laminariaemarine Methyltransf_31

WP_020675754.1VII ProteobacteriaDeltaproteobacteriaDesulfuromonadalesGeobacteraceaeGeopsychrobacterGeopsychrobacter electrodiphilusmarine Methyltransf_25

WP_020933207.1VII ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeCycloclasticusCycloclasticus zanclesterrestrial Methyltransf_12

WP_021250755.1V ProteobacteriaBetaproteobacteriaRhodocyclalesZoogloeaceaeThauera Thauera terpenicaterrestrial Methyltransf_25

WP_021286860.1IX ProteobacteriaEpsilonproteobacteriaCampylobacteralesHelicobacteraceaeSulfurimonasSulfurimonas hongkongensismarine Methyltransf_31

WP_024300479.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesSterolibacteriaceaeMethyloversatilisMethyloversatilis discipulorum (2)unknown Methyltransf_31

WP_024538017.1V ProteobacteriaBetaproteobacteriaBurkholderialesComamonadaceaeComamonasComamonas badiaterrestrial Methyltransf_31

WP_024851556.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio kueneniimarine Methyltransf_31

WP_024871814.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeTolumonas Tolumonas lignilyticaterrestrial Methyltransf_25

WP_025041889.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosospiraNitrosospira briensismarine Methyltransf_12

WP_025202420.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas hydrophila (1)unknown Methyltransf_25

WP_025255347.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas sp. ALT199marine Methyltransf_25

WP_025345533.1VIII ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum multivoransterrestrial Methyltransf_31

WP_025864412.1VIII BacteroidetesBacteroidia MarinilabilialesProlixibacteraceaeProlixibacterProlixibacter bellariivoransmarine Methyltransf_31

WP_025901638.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeTatumella Tatumella sp.unknown Methyltransf_11

WP_026188010.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesSterolibacteriaceaeMethyloversatilisMethyloversatilis universalis (1)unknown Methyltransf_31

WP_027272599.1IX ProteobacteriaGammaproteobacteriaLegionellalesLegionellaceaeLegionella Legionella sainthelensimultiple Methyltransf_25

WP_028108516.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesFerrimonadaceaeFerrimonas Ferrimonas futtsuensismarine Methyltransf_12

WP_028462557.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas cryotoleransmarine Methyltransf_31

WP_028485744.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrorhabdusThiomicrorhabdus chilensismarine Methyltransf_31

WP_029408550.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrorhabdusThiomicrorhabdus sp. Milos-T2multiple Methyltransf_31

WP_029909955.1VII ProteobacteriaDeltaproteobacteriaDesulfuromonadalesDesulfuromonadaceaePelobacter Pelobacter seleniigenesmarine Methyltransf_31

WP_029910022.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio marinusmarine Methyltransf_12

WP_029933516.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrospiraThiomicrospira pelophilamarine Methyltransf_31

WP_030072073.1V ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonas Halomonas alkaliantarcticamarine Methyltransf_31

WP_032096274.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasUnclassified (Alteromonas)unknown Methyltransf_25

WP_033114716.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas lacusfreshwaterMethyltransf_25

WP_033425618.1V ProteobacteriaGammaproteobacteriaChromatialesChromatiaceaeRheinheimeraRheinheimera perlucidamarine Methyltransf_12

WP_033755373.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. NGS-ED-1003terrestrial Methyltransf_12

WP_033780804.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea agglomerans terrestrial Methyltransf_25



WP_034796026.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeEwingella Ewingella americanaterrestrial Methyltransf_25

WP_034830055.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeEnterobacterEnterobacter cancerogenusmultiple Methyltransf_25

WP_034898703.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia typographiterrestrial Methyltransf_12

WP_034918238.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. 9145terrestrial Methyltransf_25

WP_034945402.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia oleaeterrestrial Methyltransf_12

WP_035581437.1V ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonas Unclassified (Halomonas)unknown Methyltransf_31

WP_036130061.1V ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter nitratireducensmarine Methyltransf_31

WP_036508877.1IX ProteobacteriaGammaproteobacteriaOceanospirillalesOceanospirillaceaeNitrincola Nitrincola nitratireducensfreshwaterMethyltransf_31

WP_036754334.1IX ProteobacteriaGammaproteobacteriaVibrionales VibrionaceaePhotobacteriumPhotobacterium galatheaemarine Methyltransf_31

WP_037940776.1IX ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum arcachonensemarine Methyltransf_31

WP_038000572.1IX ProteobacteriaEpsilonproteobacteriaUnclassified (Epsilonproteobacteria)Unclassified (Epsilonproteobacteria)Sulfurovum Sulfurovum sp. ARmarine Methyltransf_31

WP_038138971.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio sp. Milos-T1multiple Methyltransf_31

WP_038166359.1V ProteobacteriaBetaproteobacteriaBurkholderialesUnclassified (Burkholderiales)Thiomonas Thiomonas sp. FB-6marine Methyltransf_31

WP_038479043.1V ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonas Halomonas campaniensismarine Methyltransf_31

WP_038643980.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea rwandensisterrestrial Methyltransf_12

WP_039332967.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea rodasiimultiple Methyltransf_12

WP_039339137.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea stewartii (1)unknown Methyltransf_25

WP_040479815.1V ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonas Halomonas boliviensismultiple Methyltransf_31

WP_040727325.1II ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrorhabdusThiomicrorhabdus sp. Kp2marine Methyltransf_31

WP_040851107.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosospiraNitrosospira lacusfreshwaterMethyltransf_31

WP_041212131.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas caviaemultiple Methyltransf_25

WP_041360937.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas sp. Is79A3marine Methyltransf_31

WP_041543764.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeOceanimonasOceanimonas sp. GK1marine Methyltransf_12

WP_041673600.1V ProteobacteriaBetaproteobacteriaNitrosomonadalesGallionellaceaeSulfuricella Sulfuricella denitrificansmarine Methyltransf_31

WP_041675214.1IX ProteobacteriaEpsilonproteobacteriaCampylobacteralesHelicobacteraceaeSulfurimonasSulfurimonas autotrophicamarine Methyltransf_31

WP_041693498.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas macleodii (1)unknown Methyltransf_31

WP_041930940.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea ananatisterrestrial Methyltransf_12

WP_043139505.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas bestiarummultiple Methyltransf_12

WP_043684347.1V ProteobacteriaBetaproteobacteriaBurkholderialesAlcaligenaceaeCastellaniellaCastellaniella defragransmarine Methyltransf_31

WP_043763516.1IX ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonas Aeromonas taiwanensismultiple Methyltransf_12

WP_045815092.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. SM3freshwaterMethyltransf_25

WP_045833456.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. BL1freshwaterMethyltransf_12

WP_046289502.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. 3.5.1terrestrial Methyltransf_12

WP_048439477.1OUT ProteobacteriaBetaproteobacteriaBurkholderialesComamonadaceaeCaenimonasCaenimonas sp. SL110freshwaterAbsent

WP_048696546.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia piriflorinigransterrestrial Methyltransf_12

WP_048914173.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. OLMDLW33terrestrial Methyltransf_12

WP_049852412.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. RIT-PI-bterrestrial Methyltransf_12

WP_050976996.1V ProteobacteriaGammaproteobacteriaCellvibrionalesCellvibrionaceaeCellvibrio Cellvibrio sp. BRterrestrial Methyltransf_31

WP_051050826.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia toletanaterrestrial Methyltransf_12

WP_051516343.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. IMHterrestrial Methyltransf_25

WP_051789548.1IX ProteobacteriaGammaproteobacteriaOceanospirillalesEndozoicomonaceaeEndozoicomonasEndozoicomonas montiporaemarine Methyltransf_25

WP_051849492.1V ProteobacteriaBetaproteobacteriaBurkholderialesUnclassified (Burkholderiales)Thiomonas Thiomonas sp. FB-Cdmarine Methyltransf_31

WP_052364356.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas australicamarine Methyltransf_12

WP_052901162.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia iniectaterrestrial Methyltransf_12

WP_056241129.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. Leaf53terrestrial Methyltransf_25

WP_057791906.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas stellipolarismarine Methyltransf_31

WP_058957196.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeUnclassified (Enterobacteriaceae)Type-F symbiont of Plautia staliterrestrial Methyltransf_12

WP_058961692.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeUnclassified (Enterobacteriaceae)Type-E symbiont of Plautia staliterrestrial Methyltransf_12

WP_058973702.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeUnclassified (Enterobacteriaceae)Type-D symbiont of Plautia staliterrestrial Methyltransf_12

WP_059012072.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeUnclassified (Enterobacteriaceae)Type-C symbiont of Plautia staliterrestrial Methyltransf_12



WP_063881065.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. OXWO6B1terrestrial Methyltransf_12

WP_064738316.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeEnterobacterEnterobacter ludwigiimultiple Methyltransf_12

WP_067426482.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia gerundensisterrestrial Methyltransf_12

WP_067700646.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. ErVv1terrestrial Methyltransf_25

WP_076753008.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAcinetobacterAcinetobacter schindlerimultiple Methyltransf_25

WP_078002634.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeIzhakiella Izhakiella australiensisterrestrial Methyltransf_12

WP_084128144.1V ProteobacteriaGammaproteobacteriaCellvibrionalesCellvibrionaceaeCellvibrio Cellvibrio mixtusterrestrial Methyltransf_31

WP_084494688.1V ProteobacteriaGammaproteobacteriaPseudomonadalesMoraxellaceaeAlkanindigesAlkanindiges illinoisensisterrestrial Methyltransf_31

WP_084878097.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea cypripediiterrestrial Methyltransf_25

WP_084885923.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Pantoea septicaterrestrial Methyltransf_25

WP_088516199.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. VS1terrestrial Methyltransf_12

WP_090966649.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. OV426terrestrial Methyltransf_12

WP_094121259.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea conspicuaterrestrial Methyltransf_12

WP_095925772.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeRahnella Rahnella victorianaterrestrial Methyltransf_25

WP_096345797.1V ProteobacteriaGammaproteobacteriaPseudomonadalesPseudomonadaceaePseudomonasPseudomonas pelagiamarine Methyltransf_25

WP_097118418.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. GL120224-02terrestrial Methyltransf_12

WP_101505551.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. B116terrestrial Methyltransf_25

WP_101763916.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea endophyticaterrestrial Methyltransf_12

WP_104094330.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. ICBG 985terrestrial Methyltransf_12

WP_104189841.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. ICBG 828terrestrial Methyltransf_12

WP_105595278.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea coffeiphilaterrestrial Methyltransf_12

WP_109717963.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea alliiterrestrial Methyltransf_12

WP_110268685.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. PNA 03-3terrestrial Methyltransf_12

WP_110331097.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. JKS000250freshwaterMethyltransf_12

WP_110868233.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. AG1095terrestrial Methyltransf_12

WP_111140943.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. ARC607terrestrial Methyltransf_25

WP_111208003.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. ARC270terrestrial Methyltransf_12

WP_118665129.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia persicinaterrestrial Methyltransf_25

WP_119231090.1IX ProteobacteriaGammaproteobacteriaAlteromonadalesPseudoalteromonadaceaePseudoalteromonasPseudoalteromonas piscicidamarine Methyltransf_31

WP_121208210.1V ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter hydrocarbonoclasticusmarine Methyltransf_12

WP_128084220.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea deleyiterrestrial Methyltransf_25

WP_133622346.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia aphidicola terrestrial Methyltransf_25

WP_133844870.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia rhapontici terrestrial Methyltransf_25

WP_137985531.1I CyanobacteriaOscillatoriophycideaeOscillatorialesOscillatoriaceaeMoorea Moorea producensmultiple Methyltransf_25

WP_140924025.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea anthophilaterrestrial Methyltransf_12

WP_148208841.1V ProteobacteriaGammaproteobacteriaCellvibrionalesCellvibrionaceaeCellvibrio Cellvibrio japonicusterrestrial Methyltransf_31

WP_148235592.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. 9140terrestrial Methyltransf_12

WP_155519919.1IX ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea dispersaterrestrial Methyltransf_12



Oxygen MetabolismOvoB
aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemolithotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

aerobic chemolithotrophicPresent

aerobic methylotrophicPresent

anaerobic chemoorganotrophicAbsent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic photosyntheticAbsent

aerobic photosyntheticAbsent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

aerobic photosyntheticAbsent

facultative anaerobicchemoorganotrophicPresent

anaerobic chemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

unknown unknown Absent

aerobic chemoorganotrophicAbsent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicAbsent

aerobic chemolithotrophicPresent

aerobic methylotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemolithotrophicAbsent



facultative anaerobicchemoorganotrophicPresent

unknown unknown Absent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemolithotrophicPresent

facultative anaerobicchemoorganotrophicPresent

anaerobic chemoorganotrophicPresent

aerobic chemolithotrophicPresent

facultative anaerobicchemolithotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic methylotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemolithotrophicPresent

facultative anaerobicchemolithotrophicAbsent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

facultative anaerobicmixotrophicAbsent

aerobic chemolithotrophicPresent

facultative anaerobicchemoorganotrophicAbsent

aerobic chemolithotrophicAbsent

facultative anaerobicchemolithotrophicAbsent

facultative anaerobicchemolithotrophicAbsent

facultative anaerobicchemolithotrophicPresent

anaerobic chemoorganotrophicAbsent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicAbsent

anaerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

anaerobic chemoorganotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic methylotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

anaerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicAbsent

aerobic methylotrophicPresent



aerobic methylotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

anaerobic chemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic methylotrophicPresent

aerobic chemoorganotrophicPresent

aerobic methylotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicPresent

anaerobic chemoorganotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicPresent

unknown unknown Absent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicPresent

anaerobic chemolithotrophicPresent

unknown unknown Absent

aerobic chemolithotrophicAbsent

aerobic chemolithotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemolithotrophicPresent

facultative anaerobicchemoorganotrophicAbsent

aerobic chemoorganotrophicPresent

aerobic chemolithotrophicPresent

facultative anaerobicchemoorganotrophicPresent

unknown unknown Absent

unknown unknown Absent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicAbsent

facultative anaerobicchemolithotrophicAbsent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent



facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

unknown unknown Absent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicAbsent

aerobic chemolithotrophicAbsent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

aerobic chemolithotrophicAbsent

aerobic chemolithotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemolithotrophicPresent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicAbsent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemolithotrophicAbsent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent



facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic chemoorganotrophicAbsent

aerobic chemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent

aerobic photosyntheticAbsent

facultative anaerobicchemoorganotrophicPresent

aerobic chemolithotrophicPresent

facultative anaerobicchemoorganotrophicPresent

facultative anaerobicchemoorganotrophicPresent



OGA ID Clade Phylum Class
OM-RGC.v2.000349952 I Alveolata Dinophyceae

OM-RGC.v2.000435455 I Cyanobacteria Candidatus Sericytochromatia

OM-RGC.v2.000466038 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000537517 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000538874 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000538974 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000545675 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000559465 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000561332 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000561736 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000572215 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000579182 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000580937 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000582204 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000582454 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000595364 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000616009 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000638863 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000657502 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000688252 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000693901 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000696533 IX Planctomycetes Planctomycetia

OM-RGC.v2.000697753 IV Proteobacteria Gammaproteobacteria

OM-RGC.v2.000698844 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000699480 IV Proteobacteria Gammaproteobacteria

OM-RGC.v2.000699540 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000699543 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000703423 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000705402 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000705421 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000705801 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000706054 IX Proteobacteria Alphaproteobacteria

OM-RGC.v2.000708874 IX Proteobacteria Alphaproteobacteria

OM-RGC.v2.000708925 IX Proteobacteria Alphaproteobacteria

OM-RGC.v2.000711768 IX Proteobacteria Alphaproteobacteria

OM-RGC.v2.000714566 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000715946 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000716556 I Proteobacteria Gammaproteobacteria

OM-RGC.v2.000717480 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000718214 VI Bacteroidetes Bacteroidia

OM-RGC.v2.000718448 IV Proteobacteria Gammaproteobacteria

OM-RGC.v2.000718705 IV Proteobacteria Gammaproteobacteria

OM-RGC.v2.000719250 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000719682 IV Proteobacteria Gammaproteobacteria

OM-RGC.v2.000721319 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000722414 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000724182 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000724212 IX Proteobacteria Alphaproteobacteria

OM-RGC.v2.000724260 IV Proteobacteria Gammaproteobacteria



OM-RGC.v2.000725550 VIII Verrucomicrobia Verrucomicrobiae

OM-RGC.v2.000726782 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000727802 IV Proteobacteria Gammaproteobacteria

OM-RGC.v2.000728152 VIII Verrucomicrobia Verrucomicrobiae

OM-RGC.v2.000730008 VIII Verrucomicrobia Verrucomicrobiae

OM-RGC.v2.000732852 VII Proteobacteria Gammaproteobacteria

OM-RGC.v2.000733035 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000733118 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000733270 VII Proteobacteria Gammaproteobacteria

OM-RGC.v2.000733304 VII Proteobacteria Gammaproteobacteria

OM-RGC.v2.000733414 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000733525 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000733855 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000747349 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000751003 II Kiritimatiellaeota Kiritimatiellae

OM-RGC.v2.000751006 II Kiritimatiellaeota Kiritimatiellae

OM-RGC.v2.000754068 V Proteobacteria Betaproteobacteria

OM-RGC.v2.000755354 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000757179 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000757290 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000758356 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000759154 V Proteobacteria Betaproteobacteria

OM-RGC.v2.000759155 V Proteobacteria Betaproteobacteria

OM-RGC.v2.000759179 V Proteobacteria Betaproteobacteria

OM-RGC.v2.000760584 V Proteobacteria Betaproteobacteria

OM-RGC.v2.000763076 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000763186 IV Proteobacteria Gammaproteobacteria

OM-RGC.v2.000763188 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000763603 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000763828 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000763838 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000770325 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000770631 VII Proteobacteria Gammaproteobacteria

OM-RGC.v2.000771292 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000780857 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000781847 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000782037 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000797809 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000800360 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000822135 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000834471 V Proteobacteria Gammaproteobacteria

OM-RGC.v2.000872356 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000908272 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.000917877 VIII Verrucomicrobia Verrucomicrobiae

OM-RGC.v2.001028378 IX Proteobacteria Gammaproteobacteria

OM-RGC.v2.001133936 II Kiritimatiellaeota Kiritimatiellae

OM-RGC.v2.001429317 IX Proteobacteria Gammaproteobacteria



Order Family
Suessiales Symbiodiniaceae

Unclassified (Sericytochromatia) Unclassified (Sericytochromatia)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Alteromonadales Colwelliaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Alteromonadales Colwelliaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Alteromonadales Colwelliaceae

Alteromonadales Alteromonadaceae

Alteromonadales Alteromonadaceae

Pirellulales Pirellulaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Alteromonadales Unclassified (Alteromonadales)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Alteromonadales Alteromonadaceae

Alteromonadales Unclassified (Alteromonadales)

Alteromonadales Alteromonadaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Kiloniellales Kiloniellaceae

Rhodobacterales Rhodobacteraceae

Kiloniellales Kiloniellaceae

Kiloniellales Kiloniellaceae

OMG group OM182

Alteromonadales Alteromonadaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Marinilabiliales Marinifilaceae

Thiotrichales Piscirickettsiaceae

Thiotrichales Piscirickettsiaceae

Alteromonadales Alteromonadaceae

Thiotrichales Piscirickettsiaceae

Pseudomonadales Pseudomonadaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Alteromonadales Alteromonadaceae

Kiloniellales Kiloniellaceae

Thiotrichales Piscirickettsiaceae



Unclassified (Verrucomicrobiae) Unclassified (Verrucomicrobiae)

Alteromonadales Colwelliaceae

Thiotrichales Piscirickettsiaceae

Unclassified (Verrucomicrobiae) Unclassified (Verrucomicrobiae)

Unclassified (Verrucomicrobiae) Unclassified (Verrucomicrobiae)

Thiotrichales Piscirickettsiaceae

Pseudomonadales Pseudomonadaceae

Pseudomonadales Pseudomonadaceae

Thiotrichales Piscirickettsiaceae

Thiotrichales Piscirickettsiaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Pseudomonadales Pseudomonadaceae

Pseudomonadales Pseudomonadaceae

Pseudomonadales Moraxellaceae

Kiritimatiellales Kiritimatiellaceae

Kiritimatiellales Kiritimatiellaceae

Unclassified (Betaproteobacteria) Unclassified (Betaproteobacteria)

OMG group OM182

Alteromonadales Alteromonadaceae

Alteromonadales Alteromonadaceae

Alteromonadales Alteromonadaceae

Nitrosomonadales Unclassified (Nitrosomonadales)

Nitrosomonadales Unclassified (Nitrosomonadales)

Nitrosomonadales Unclassified (Nitrosomonadales)

Nitrosomonadales Unclassified (Nitrosomonadales)

Alteromonadales Colwelliaceae

Thiotrichales Piscirickettsiaceae

Alteromonadales Colwelliaceae

Alteromonadales Colwelliaceae

Alteromonadales Colwelliaceae

Alteromonadales Colwelliaceae

Alteromonadales Colwelliaceae

Thiotrichales Piscirickettsiaceae

Alteromonadales Alteromonadaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Oceanospirillales Halomonadaceae

Alteromonadales Colwelliaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Alteromonadales Alteromonadaceae

Alteromonadales Colwelliaceae

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Verrucomicrobiae) Unclassified (Verrucomicrobiae)

Alteromonadales Alteromonadaceae

Kiritimatiellales Kiritimatiellaceae

OMG group OM182



Genus Species
Symbiodinium Symbiodinium microadriaticum

Unclassified (Sericytochromatia) Unclassified (Sericytochromatia)

Pseudohongiella Unclassified (Pseudohongiella)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Colwellia Colwellia sp. 39_35_sub15_T18

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Pseudohongiella Unclassified (Pseudohongiella)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Pseudohongiella Pseudohongiella acticola

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Colwellia Colwellia psychrerythraea 34H

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Colwellia Colwellia sp. 39_35_sub15_T18

Alteromonas Alteromonas australica

Alteromonas Unclassified (Alteromonas)

Mariniblastus Mariniblastus fucicola

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Alteromonadales) Unclassified (Alteromonadales)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Paraglaciecola Paraglaciecola polaris LMG 21857

Unclassified (Alteromonadales) Unclassified (Alteromonadales)

Marinobacter Unclassified (Marinobacter)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Kiloniella Unclassified (Kiloniella)

Amylibacter Unclassified (Amylibacter)

Kiloniella Unclassified (Kiloniella)

Kiloniella Unclassified (Kiloniella)

Unclassified (OM182) Unclassified (OM182)

Marinobacter Unclassified (Marinobacter)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Marinifilaceae) Marinifilaceae bacterium SPP2

Methylophaga Unclassified (Methylophaga)

Methylophaga Methylophaga nitratireducenticrescens

Marinobacter Unclassified (Marinobacter)

Methylophaga Unclassified (Methylophaga)

Pseudomonas Pseudomonas salina

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Paraglaciecola Unclassified (Paraglaciecola)

Kiloniella Unclassified (Kiloniella)

Methylophaga Unclassified (Methylophaga)



Unclassified (Verrucomicrobiae) Verrucomicrobiae bacterium DG1235

Unclassified (Colwelliaceae) Unclassified (Colwelliaceae)

Methylophaga Methylophaga aminisulfidivorans MP

Unclassified (Verrucomicrobiae) Verrucomicrobiae bacterium DG1235

Unclassified (Verrucomicrobiae) Verrucomicrobiae bacterium DG1235

Unclassified (Piscirickettsiaceae) Unclassified (Piscirickettsiaceae)

Pseudomonas Pseudomonas pelagia

Pseudomonas Pseudomonas pelagia

Unclassified (Piscirickettsiaceae) Unclassified (Piscirickettsiaceae)

Unclassified (Piscirickettsiaceae) Unclassified (Piscirickettsiaceae)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Pseudomonas Unclassified (Pseudomonas)

Pseudomonas Pseudomonas salina

Paraperlucidibaca Paraperlucidibaca baekdonensis

Unclassified (Kiritimatiellaceae) Unclassified (Kiritimatiellaceae)

Unclassified (Kiritimatiellaceae) Unclassified (Kiritimatiellaceae)

Unclassified (Betaproteobacteria) Unclassified (Betaproteobacteria)

Unclassified (OM182) Unclassified (OM182)

Paraglaciecola Unclassified (Paraglaciecola)

Paraglaciecola Paraglaciecola arctica BSs20135

Alteromonas Alteromonas mediterranea

Unclassified (Nitrosomonadales) Unclassified (Nitrosomonadales)

Unclassified (Nitrosomonadales) Unclassified (Nitrosomonadales)

Unclassified (Nitrosomonadales) Unclassified (Nitrosomonadales)

Unclassified (Nitrosomonadales) Unclassified (Nitrosomonadales)

Colwellia Colwellia aestuarii

Methylophaga Unclassified (Methylophaga)

Colwellia Unclassified (Colwellia)

Colwellia Colwellia polaris

Colwellia Unclassified (Colwellia)

Colwellia Unclassified (Colwellia)

Unclassified (Colwelliaceae) Unclassified (Colwelliaceae)

Unclassified (Piscirickettsiaceae) Unclassified (Piscirickettsiaceae)

Alteromonas Unclassified (Alteromonas)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Halomonas Unclassified (Halomonas)

Colwellia Colwellia sp. PAMC 20917

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Marinobacter Unclassified (Marinobacter)

Unclassified (Colwelliaceae) Unclassified (Colwelliaceae)

Unclassified (Gammaproteobacteria) Unclassified (Gammaproteobacteria)

Unclassified (Verrucomicrobiae) Verrucomicrobiae bacterium DG1235

Alteromonas Unclassified (Alteromonas)

Unclassified (Kiritimatiellaceae) Unclassified (Kiritimatiellaceae)

Unclassified (OM182) Unclassified (OM182)



Environment Methyltransferase Oxygen Metabolism
marine Methyltransf_25 aerobic photosynthetic

marine Methyltransf_25 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 facultative anaerobic unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 facultative anaerobic unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 facultative anaerobic unknown

marine Methyltransf_31 aerobic chemoorganotrophic

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 aerobic methylotrophic

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 facultative anaerobic chemoorganotrophic

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_12 unknown unknown

marine Methyltransf_31 unknown unknown



marine Methyltransf_31 aerobic chemoorganotrophic

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 aerobic methylotrophic

marine Methyltransf_31 aerobic chemoorganotrophic

marine Methyltransf_31 aerobic chemoorganotrophic

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 facultative anaerobic chemoorganotrophic

marine Methyltransf_31 facultative anaerobic chemoorganotrophic

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 facultative anaerobic chemoorganotrophic

marine Methyltransf_31 aerobic chemoorganotrophic

marine Methyltransf_25 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 aerobic chemoorganotrophic

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_11 facultative anaerobic unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_11 facultative anaerobic unknown

marine Methyltransf_11 facultative anaerobic unknown

marine Methyltransf_11 facultative anaerobic unknown

marine Methyltransf_11 facultative anaerobic unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 facultative anaerobic unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 unknown unknown

marine Methyltransf_31 aerobic chemoorganotrophic

marine Methyltransf_31 unknown unknown

marine Methyltransf_25 unknown unknown

marine Methyltransf_25 unknown unknown



Species Host PathogenicityCommensalismSymbiontic

Acidithiobacillus caldus

Acidithiobacillus ferrivorans

Acidithiobacillus ferrooxidans

Acidithiobacillus thiooxidans

Acinetobacter baylyi Human

Acinetobacter indicus Animal Yes

Acinetobacter lwoffii NCTC 5866 = CIP 64.10 = NIPH 512 Human Yes

Acinetobacter schindleri Human

Acinetobacter soli

Acinetobacter sp. NIPH 899 Human Yes

Acinetobacter ursingii Human Yes

Aeromonas bestiarum Animal

Aeromonas caviae Animal; human

Aeromonas diversa Human

Aeromonas lacus

Aeromonas media Animal; human

Aeromonas salmonicida subsp. salmonicida A449 Animal

Aeromonas taiwanensis Human

Aeromonas veronii Animal; human

Alkanindiges illinoisensis

Alteromonas australica

Alteromonas naphthalenivorans

Alteromonas sp. ALT199 Animal

Alteromonas stellipolaris

Arcobacter butzleri  Human

Arcobacter sp. L Animal; human

bacteria symbiont BFo1 of Frankliniella occidentalis Plant Yes

Castellaniella defragrans

Cellvibrio japonicus

Cellvibrio mixtus Yes

Cellvibrio sp. BR Bovine Yes

Comamonas badia

Cycloclasticus zancles

Desulfobacterium autotrophicum HRM2

Desulfobulbus sp. Tol-SR

Endozoicomonas elysicola Animal

Endozoicomonas montiporae Yes

Endozoicomonas numazuensis Sponge Yes

Enterobacter cancerogenus Human

Enterobacter ludwigii Human

Erwinia amylovora Plant

Erwinia aphidicola  Plant

Erwinia billingiae Plant; human

Erwinia gerundensis Plant

Erwinia iniecta Plant

Erwinia oleae Plant

Erwinia persicina Plant

Erwinia piriflorinigrans Plant

Erwinia pyrifoliae Plant



Erwinia rhapontici  Plant

Erwinia sp. 9145 Plant

Erwinia sp. B116 Plant

Erwinia sp. Ejp617 Plant

Erwinia sp. ErVv1 Plant

Erwinia sp. Leaf53

Erwinia sp. OLMDLW33

Erwinia toletana Plant

Erwinia typographi Plant

Ewingella americana Human Yes

Ferrimonas futtsuensis

Geobacter bemidjiensis

Geobacter sp. M18

Geobacter sp. M21

Geobacter uraniireducens

Geopsychrobacter electrodiphilus

Glaciecola punicea

Halomonas alkaliantarctica

Halomonas boliviensis

Halomonas campaniensis

Halomonas sp. GFAJ-1

Halomonas sp. TD01

Halothiobacillus neapolitanus

Hydrogenovibrio crunogenus

Hydrogenovibrio halophilus

Hydrogenovibrio kuenenii

Hydrogenovibrio marinus

Hydrogenovibrio sp. Milos-T1

Izhakiella australiensis

Kiloniella laminariae Brown algae Yes

Lamprocystis purpurea

Legionella anisa Human

Legionella longbeachae Human

Legionella sainthelensi Human

marine gamma proteobacterium HTCC2143

Marinobacter adhaerens HP15

Marinobacter hydrocarbonoclasticus

Marinobacter lipolyticus

Marinobacter nitratireducens

Marinobacter sp. BSs20148

Marinobacter sp. ELB17

Methylophaga aminisulfidivorans

Methylophaga frappieri

Methylophaga lonarensis

Methylophaga nitratireducenticrescens

Methylophaga thiooxydans

Methylophilus methylotrophus

Methylotenera versatilis

Methyloversatilis thermotolerans

Moorea producens



Moorea sp. SIO3I6

Moorea sp. SIOASIH

Nitrincola nitratireducens

Nitrosomonas cryotolerans

Nitrosomonas europaea

Nitrosomonas eutropha

Nitrosomonas sp. AL212

Nitrosomonas sp. Is79A3

Nitrosospira briensis

Nitrosospira lacus

Nitrosospira multiformis

Oceanimonas smirnovii

Oceanimonas sp. GK1

Paludibacter propionicigenes

Pantoea agglomerans Animal; humanYes

Pantoea allii Plant

Pantoea ananatis Plant

Pantoea anthophila Plant

Pantoea coffeiphila Plant

Pantoea conspicua

Pantoea cypripedii Plant

Pantoea deleyi Plant Yes

Pantoea dispersa Plant; human

Pantoea endophytica Plant

Pantoea rodasii Plant

Pantoea rwandensis

Pantoea septica Animal, Human

Pantoea sp. 3.5.1

Pantoea sp. 9140 Plant Yes

Pantoea sp. aB Plant

Pantoea sp. AG1095 Plant Yes

Pantoea sp. ARC270 Plant

Pantoea sp. ARC607 Plant

Pantoea sp. AS-PWVM4

Pantoea sp. At-9b Plant

Pantoea sp. BL1

Pantoea sp. GL120224-02 Plant

Pantoea sp. GM01 Plant

Pantoea sp. ICBG 828 Plant

Pantoea sp. ICBG 985 Plant

Pantoea sp. IMH

Pantoea sp. JKS000250

Pantoea sp. NGS-ED-1003 Human

Pantoea sp. OV426 Plant

Pantoea sp. OXWO6B1 Plant

Pantoea sp. PNA 03-3 Yes Yes

Pantoea sp. PSNIH1

Pantoea sp. RIT-PI-b

Pantoea sp. SM3

Pantoea sp. VS1 Yes



Pantoea vagans C9-1

Pelobacter seleniigenes

Photobacterium galatheae

Photobacterium marinum

Photobacterium profundum SS9

Prolixibacter bellariivorans

Proteiniphilum acetatigenes

Pseudoalteromonas flavipulchra Fish Yes

Pseudoalteromonas piscicida

Pseudomonas pelagia Yes

Psychroflexus gondwanensis

Psychroflexus torquis Yes

Psychroflexus tropicus

Rahnella aquatilis Plant, Human

Rahnella victoriana Plant

Rheinheimera perlucida

Salinimonas chungwhensis

Serratia sp. M24T3 Plant; humanYes

Shewanella amazonensis

Shewanella baltica

Shewanella oneidensis

Shewanella putrefaciens Animal

Shewanella sp. ANA-3

Shewanella sp. HN-41 Human

Shewanella xiamenensis

Sulfuricella denitrificans

Sulfurimonas autotrophica

Sulfurimonas denitrificans

Sulfurimonas gotlandica

Sulfurimonas hongkongensis

Sulfurospirillum arcachonense

Sulfurospirillum barnesii

Sulfurospirillum deleyianum

Sulfurospirillum multivorans

Sulfurospirillum sp. MES

Sulfurospirillum sp. SCADC

Sulfurovum sp. AR

Sulfurovum sp. NBC37-1

Thauera sp. 27

Thauera terpenica

Thiomicrorhabdus arctica

Thiomicrorhabdus chilensis

Thiomicrorhabdus sp. Kp2

Thiomicrorhabdus sp. Milos-T2

Thiomicrospira aerophila

Thiomicrospira cyclica

Thiomicrospira pelophila

Thiomonas sp. FB-6

Thiomonas sp. FB-Cd

Tolumonas auensis



Tolumonas lignilytica

Type-C symbiont of Plautia stali Yes

Type-D symbiont of Plautia stali Yes

Type-E symbiont of Plautia stali Yes

Type-F symbiont of Plautia stali Yes

Verrucomicrobiae bacterium DG1235

Vibrio caribbeanicus Sponge Yes Yes

Vibrio nigripulchritudo SOn1 Animal

Yersinia massiliensis



Epiphyte

Yes



Yes

Yes



Yes

Yes



Yes



Species
Aeromonas salmonicida subsp. salmonicida A449 0

Pantoea vagans C9-1 0

Erwinia sp. Ejp617 0

Marinobacter adhaerens HP15 0

Pantoea sp. At-9b 0

Pantoea sp. PSNIH1 0

Photobacterium profundum SS9 0

Vibrio nigripulchritudo SOn1 0

Pantoea sp. Sc1] 0

Acinetobacter sp. NIPH 899 0

Acinetobacter lwoffii NCTC 5866 = CIP 64.10 = NIPH 512 0

Pantoea sp. AS-PWVM4 0

Endozoicomonas elysicola 0

Endozoicomonas numazuensis 0

bacteria symbiont BFo1 of Frankliniella occidentalis 0

Legionella anisa 0

Moorea sp. SIOASIH 0

Moorea sp. SIO3I6 0

Deltaproteobacteria bacterium 0

Thauera sp. 27 0

Psychroflexus gondwanensis 0

Legionella longbeachae 0

Erwinia amylovora 0

Acinetobacter soli 0

Acinetobacter ursingii 0

Aeromonas media 0

Aeromonas diversa 0

Aeromonas veronii 0

Glaciecola punicea 0

marine gamma proteobacterium HTCC2143 0

Photobacterium marinum 0

Pantoea sp. GM01 0

Verrucomicrobiae bacterium DG1235 0

Sulfurimonas gotlandica 0

Pantoea sp. aB 0

Halomonas sp. GFAJ-1 0

Serratia sp. M24T3 0

Halomonas sp. TD01 0

Pseudoalteromonas flavipulchra 0

Acinetobacter baylyi 0

Erwinia tasmaniensis 0

Erwinia pyrifoliae 0

Erwinia billingiae 0

gamma proteobacterium HdN1 0

Paludibacter propionicigenes 0

Rahnella aquatilis 0

Psychroflexus torquis 0

gamma proteobacterium WG36 0

Salinimonas chungwhensis 0



Psychroflexus tropicus 0

Yersinia massiliensis 0

Oceanimonas smirnovii 0

Lamprocystis purpurea 0

Kiloniella laminariae 0

Geopsychrobacter electrodiphilus 0

Cycloclasticus zancles 0

Thauera terpenica 0

Comamonas badia 0

Alteromonas sp. ALT199 0

Prolixibacter bellariivorans 0

Legionella sainthelensi 0

Halomonas alkaliantarctica 0

Aeromonas lacus 0

Rheinheimera perlucida 0

Pantoea sp. NGS-ED-1003 0

Pantoea agglomerans 0

Ewingella americana 0

Enterobacter cancerogenus 0

Erwinia typographi 0

Erwinia sp. 9145 0

Erwinia oleae 0

Photobacterium galatheae 0

Halomonas campaniensis 0

Pantoea rwandensis 0

Pantoea rodasii 0

Halomonas boliviensis 0

Aeromonas caviae 0

Oceanimonas sp. GK1 0

Pantoea ananatis 0

Aeromonas bestiarum 0

Aeromonas taiwanensis 0

Pantoea sp. SM3 0

Pantoea sp. BL1 0

Pantoea sp. 3.5.1 0

Erwinia piriflorinigrans 0

Erwinia sp. OLMDLW33 0

Pantoea sp. RIT-PI-b 0

Cellvibrio sp. BR 0

Erwinia toletana 0

Pantoea sp. IMH 0

Endozoicomonas montiporae 0

Alteromonas australica 0

Erwinia iniecta 0

Erwinia sp. Leaf53 0

Alteromonas stellipolaris 0

Type-F symbiont of Plautia stali 0

Type-E symbiont of Plautia stali 0

Type-D symbiont of Plautia stali 0

Type-C symbiont of Plautia stali 0



Pantoea sp. OXWO6B1 0

Enterobacter ludwigii 0

Erwinia gerundensis 0

Erwinia sp. ErVv1 0

Acinetobacter schindleri 0

Izhakiella australiensis 0

Pantoea cypripedii 0

Pantoea septica 0

Pantoea sp. VS1 0

Pantoea sp. OV426 0

Pantoea conspicua 0

Rahnella victoriana 0

Pseudomonas pelagia 0

Pantoea sp. GL120224-02 0

Erwinia sp. B116 0

Pantoea endophytica 0

Pantoea sp. ICBG 985 0

Pantoea sp. ICBG 828 0

Pantoea coffeiphila 0

Pantoea allii 0

Pantoea sp. PNA 03-3 0

Pantoea sp. JKS000250 0

Pantoea sp. AG1095 0

Pantoea sp. ARC607 0

Pantoea sp. ARC270 0

Erwinia persicina 0

Pseudoalteromonas piscicida 0

Pantoea deleyi 0

Erwinia aphidicola  0

Erwinia rhapontici  0

Moorea producens 0

Pantoea anthophila 0

Pantoea sp. 9140 0

Pantoea dispersa 0

Proteiniphilum acetatigenes  pyruvate, glycine and l-arginine

Geobacter uraniireducens acetate

Geobacter bemidjiensis acetate

Geobacter sp. M21 acetate

Geobacter sp. M18 acetate

Castellaniella defragrans acyclic, monocyclic and bicyclic monoterpenes

Vibrio caribbeanicus ammonia or nitrite

Shewanella oneidensis ammonia or nitrite

Nitrosomonas europaea ammonia-oxidizing

Nitrosospira multiformis ammonia-oxidizing

Nitrosomonas eutropha ammonia-oxidizing

Nitrosomonas sp. AL212 ammonia-oxidizing

Nitrosospira briensis ammonia-oxidizing

Nitrosomonas cryotolerans ammonia-oxidizing

Nitrosospira lacus ammonia-oxidizing

Nitrosomonas sp. Is79A3 ammonia-oxidizing



Arcobacter butzleri  ammonia-oxidizing 

Cellvibrio japonicus ammonia-oxidizing 

Shewanella sp. HN-41 arsenic

Shewanella sp. ANA-3 arsenic

Thiomonas sp. FB-6 arsenic or sulfur oxidizing

Thiomonas sp. FB-Cd arsenic or sulfur oxidizing

Sulfurimonas hongkongensis de- nitrifying, hydrogen- and sulfur-oxidizing 

Alteromonas naphthalenivorans degradation of polycyclic aromatic hydrocarbons

Acinetobacter indicus hexachlorocyclohexane

Marinobacter sp. ELB17 hydrocarbons

Marinobacter sp. BSs20148 hydrocarbons

Marinobacter lipolyticus hydrocarbons

Marinobacter hydrocarbonoclasticus hydrocarbons

Hydrogenovibrio halophilus hydrogen oxidizing 

Hydrogenovibrio kuenenii hydrogen oxidizing 

Hydrogenovibrio marinus hydrogen oxidizing 

Hydrogenovibrio sp. Milos-T1 hydrogen oxidizing 

Shewanella putrefaciens iron,sulfur, hydrogen

Shewanella amazonensis metal-reducing

Methylophaga thiooxydans methanol

Methylophaga aminisulfidivorans methanol

Methylophaga lonarensis methanol

Methylotenera versatilis methanol

Methylophaga frappieri methanol

Methylophaga nitratireducenticrescens methanol

Methyloversatilis thermotolerans methanol

Methylophilus methylotrophus methanol

Nitrincola nitratireducens nitrate-reducing

Acidithiobacillus ferrooxidans oxidation/reduction of iron and sulfur 

Ferrimonas futtsuensis selenate-reducing

Pelobacter seleniigenes selenate-reducing 

Alkanindiges illinoisensis squalane-degrading

Thiomicrorhabdus arctica sulfur

Thiomicrorhabdus chilensis sulfur

Thiomicrorhabdus sp. Milos-T2 sulfur

Thiomicrorhabdus sp. Kp2 sulfur

Shewanella xiamenensis sulfur 

Shewanella baltica sulfur 

Hydrogenovibrio crunogenus sulfur and hydrogen oxidizing

Acidithiobacillus ferrivorans sulfur and iron

Sulfurospirillum sp. SCADC sulfur or nitrogen oxidants

Sulfurospirillum sp. MES sulfur or nitrogen oxidants

Sulfurospirillum barnesii sulfur or nitrogen oxidants

Sulfurospirillum multivorans sulfur or nitrogen oxidants

Acidithiobacillus caldus sulfur-oxidizing

Marinobacter nitratireducens sulfur-oxidizing

Thiomicrospira aerophila sulfur-oxidizing 

Acidithiobacillus thiooxidans sulfur-oxidizing 

Sulfurimonas denitrificans sulfur-oxidizing 

Sulfurovum sp. NBC37-1 sulfur-oxidizing 



Halothiobacillus neapolitanus sulfur-oxidizing 

Thiomicrospira cyclica sulfur-oxidizing 

Arcobacter sp. L sulfur-oxidizing 

Thiomicrospira pelophila sulfur-oxidizing 

Sulfurovum sp. AR sulfur-oxidizing 

Sulfuricella denitrificans sulfur-oxidizing 

Sulfurimonas autotrophica sulfur-oxidizing 

Sulfurospirillum deleyianum sulfur-reducing

Desulfobacterium autotrophicum HRM2 sulfur-reducing 

Sulfurospirillum arcachonense sulfur-reducing 

Desulfobulbus sp. Tol-SR toluene

Tolumonas auensis toluene

Tolumonas lignilytica toluene

Cellvibrio mixtus xylanase-producing







acyclic, monocyclic and bicyclic monoterpenes



de- nitrifying, hydrogen- and sulfur-oxidizing 

degradation of polycyclic aromatic hydrocarbons



Species HabitatIsolation 
Acidithiobacillus caldus terrestrial isolated from coal spoils

Acidithiobacillus ferrivorans fresh water; aquaticisolated from the water of a mine contaminated with cobalt and copper

Acidithiobacillus ferrooxidans multiple isolated from bituminous coal mine effluent

Acidithiobacillus thiooxidans marine isolated from marine environment

Acinetobacter baylyi multiple isolated from multiple habitas

Acinetobacter indicus terrestrial isolated from a hexachlorocyclohexane (HCH) dump site

Acinetobacter lwoffii NCTC 5866 = CIP 64.10 = NIPH 512 terrestrial isolated from terrestrial environment

Acinetobacter schindleri multiple isolated from human urine

Acinetobacter soli terrestrial isolated from  soil

Acinetobacter sp. NIPH 899 terrestrial isolated form Conjunctiva

Acinetobacter ursingii terrestrial isolated from blood of female with endocarditis

Aeromonas bestiarum multiple isolated from Rainbow trout or river sediments 

Aeromonas caviae multiple isolated from water or food

Aeromonas diversa multiple isolated from leg wound

Aeromonas lacus lake isolated from Finnish recreational lakes

Aeromonas media fresh water; aquaticisolated from water samples or food

Aeromonas salmonicida subsp. salmonicida A449 fresh water; aquaticisolated from a brown trout with furunculosis

Aeromonas taiwanensis multiple isolated from river sediments or from wounds of patients in Taiwan

Aeromonas veronii multiple isolated from mulple habitas

Alkanindiges illinoisensis terrestrial isolated from oilfield soils

Alteromonas australica marine isolated often from the oceans around the world

Alteromonas naphthalenivorans marine isolated from a crude oil-contaminated sea-tidal flat

Alteromonas sp. ALT199 marine isolated from marine environment

Alteromonas stellipolaris marine isolate from sea water

Arcobacter butzleri  multiple isolated from a human patient with gastroenteritis or diarrheic human stool

Arcobacter sp. L multiple isolated from  waters,  river waters, waste water and sea water,foods, animal origin, such as beef, pork, sheep and poultry meat.

bacteria symbiont BFo1 of Frankliniella occidentalis terrestrial isolated froom insect gut  Frankliniella occidentalis

Castellaniella defragrans marine isolated from marine environment

Cellvibrio japonicus terrestrial isolated from  soil

Cellvibrio mixtus terrestrial isolated from terrestrial environment

Cellvibrio sp. BR terrestrial isolated from bovine rumen

Comamonas badia terrestrial isolated from activated sludge

Cycloclasticus zancles terrestrial isolated from tar at the shipwreck site of tanker Haven

Deltaproteobacteria bacterium fresh water; aquaticisolated from the water  groundwater

Desulfobacterium autotrophicum HRM2 multiple isolated from a marine sediment

Desulfobulbus sp. Tol-SR terrestrial isolated from fromoil sands tailings of Alberta, Canada

Endozoicomonas elysicola marine isolated from digestiv tract of Elysia ornata 

Endozoicomonas montiporae marine isoladet from coral tissue

Endozoicomonas numazuensis marine isolated from a marine sponge from Numazu in Japan.

Enterobacter cancerogenus multiple isolated from multiple habitas

Enterobacter ludwigii multiple isolated from multiple habitas

Erwinia amylovora terrestrial isolated from pear and apple  tree 

Erwinia aphidicola  terrestrial isolated from pea aphid

Erwinia billingiae terrestrial isolated from plant

Erwinia gerundensis terrestrial  isolated from pome fruit trees

Erwinia iniecta terrestrial isolated from  plant 

Erwinia oleae terrestrial isolated from olive knots caused by Pseudomonas savastanoi pv

Erwinia persicina terrestrial isolated from plant

Erwinia piriflorinigrans terrestrial isolated from pear tree



Erwinia pyrifoliae terrestrial isolated from pear tree

Erwinia rhapontici  terrestrial isolated from  plant 

Erwinia sp. 9145 terrestrial isolated from  plant 

Erwinia sp. B116 terrestrial isolated from  plant 

Erwinia sp. Ejp617 terrestrial  isolated from nashi pears in Japan, where is causes bacterial shoot blight of pear (BSBP)

Erwinia sp. ErVv1 terrestrial isolated from  plant 

Erwinia sp. Leaf53 terrestrial isolated from plant

Erwinia sp. OLMDLW33 terrestrial isolated from insect 

Erwinia toletana terrestrial isolated from  plant 

Erwinia typographi terrestrial isolated from bark beetle

Ewingella americana terrestrial isolated from human clinical sources, sputum, wounds and throat 

Ferrimonas futtsuensis marine isolated from marine sediment

gamma proteobacterium HdN1 multiple isolated from water or food

gamma proteobacterium WG36 lake isolated from Wintergreen Lake

Geobacter bemidjiensis terrestrial isolated from subsurface sediments collected

Geobacter sp. M18 terrestrial isolated from  soil

Geobacter sp. M21 marine isolated from an in situ uranium bioremediation experiment in Rifle, Colorado, USA

Geobacter uraniireducens marine isolated from marine environment

Geopsychrobacter electrodiphilus marine isolated from marine sediment

Glaciecola punicea marine isolated from marine environment

Halomonas alkaliantarctica marine isolated from marine environment

Halomonas boliviensis multiple isolated form soil around the hypersaline lake Laguna Colorada or the desert of salt Bolivis.

Halomonas campaniensis marine isolated from marine sediment

Halomonas sp. GFAJ-1 marine isolated from marine environment

Halomonas sp. TD01 lake isolated from salt lake

Halothiobacillus neapolitanus multiple isolated from a sulfide-rich natural spa

Hydrogenovibrio crunogenus marine isolated from a deep-sea hydrothermal vent

Hydrogenovibrio halophilus marine isolated from marine environment

Hydrogenovibrio kuenenii marine isolated from marine environment

Hydrogenovibrio marinus marine isolated from marine environment

Hydrogenovibrio sp. Milos-T1 multiple isolated from hydrothermal vents, coastal sediments, hypersaline lakes

Izhakiella australiensis terrestrial isolated form desert

Kiloniella laminariae marine isolated from marine environment

Lamprocystis purpurea multiple mud and stagnant water of ponds and lakes containing hydrogen 

Legionella anisa multiple isolated from human respiratory sample or tap water

Legionella longbeachae multiple  isolated from a patients, water

Legionella sainthelensi multiple isolated from patients, water

marine gamma proteobacterium HTCC2143 marine isolated from marine environment

Marinobacter adhaerens HP15 marine isolated form German Wadden Sea

Marinobacter hydrocarbonoclasticus marine isolated from marine environment

Marinobacter lipolyticus marine isolated from marine environment

Marinobacter nitratireducens marine isolated from sea water sample

Marinobacter sp. BSs20148 marine isolated from marine environment

Marinobacter sp. ELB17 lake isolated from Lake Bonney, an ice-covered lake

Methylophaga aminisulfidivorans marine isolated from marine environment

Methylophaga frappieri fresh water; aquaticisolated from the water 

Methylophaga lonarensis lake isolated from Lonar Lake water sample

Methylophaga nitratireducenticrescens marine isolated from marine sediment

Methylophaga thiooxydans marine isolated from marine environment

Methylophilus methylotrophus marine isolated from marine environment



Methylotenera versatilis lake isolated from lake sediment

Methyloversatilis thermotolerans lake isolated from lake of Washington

Moorea producens multiple isolated from marine environment, freshwater or a terrestrial environment

Moorea sp. SIO3I6 multiple isolated from marine environment, freshwater or a terrestrial environment

Moorea sp. SIOASIH multiple isolated from marine environment, freshwater or a terrestrial environment

Nitrincola nitratireducens lake isolated from alkaline lake

Nitrosomonas cryotolerans marine isolated from marine environment

Nitrosomonas europaea marine isolated from marine environment

Nitrosomonas eutropha multiple isolated from sewage disposal plant

Nitrosomonas sp. AL212 multiple isolated from laboratory waste water treatment reactor

Nitrosomonas sp. Is79A3 marine isolated from marine environment

Nitrosospira briensis marine isolated from marine environment

Nitrosospira lacus lake isolated sandy freshwater lake sediment

Nitrosospira multiformis terrestrial isolated from  soil

Oceanimonas smirnovii marine isolated from marine environment

Oceanimonas sp. GK1 marine isolated from Gavkhouni Wetland in Iran

Paludibacter propionicigenes terrestrial isolated from  soil

Pantoea agglomerans terrestrial isolated from plant 

Pantoea allii terrestrial isolated from  plant 

Pantoea ananatis terrestrial isolated from plant

Pantoea anthophila terrestrial isolated from  plant 

Pantoea coffeiphila terrestrial isolated from root or plant 

Pantoea conspicua terrestrial isolated form blood of patients

Pantoea cypripedii terrestrial isolated from  plant 

Pantoea deleyi terrestrial isolated from  plant 

Pantoea dispersa terrestrial isolated from  plant 

Pantoea endophytica terrestrial isolated from  plant 

Pantoea rodasii multiple isolated from waterfall or  isolated from Eucalyptus 

Pantoea rwandensis terrestrial isolated from Eucalyptus sp 

Pantoea septica terrestrial isolated from human fecal

Pantoea sp. 3.5.1 terrestrial isolated from soil

Pantoea sp. 9140 terrestrial isolated from  plant 

Pantoea sp. aB terrestrial isolated from plant

Pantoea sp. AG1095 terrestrial isolated from  plant 

Pantoea sp. ARC270 terrestrial isolated from  plant 

Pantoea sp. ARC607 terrestrial isolated from  plant 

Pantoea sp. AS-PWVM4 terrestrial isolated from roots

Pantoea sp. At-9b terrestrial isolated from plant

Pantoea sp. BL1 lake isolated from natural lake

Pantoea sp. GL120224-02 terrestrial isolated from  plant 

Pantoea sp. GM01 terrestrial isolated from root

Pantoea sp. ICBG 828 terrestrial isolated from fungal garden  

Pantoea sp. ICBG 985 terrestrial isolated from fungal garden  

Pantoea sp. IMH terrestrial isolated from arsenic-contaminated soil

Pantoea sp. JKS000250 lake isolated from lake

Pantoea sp. NGS-ED-1003 terrestrial isolated from blood

Pantoea sp. OV426 terrestrial isolated from  plant 

Pantoea sp. OXWO6B1 terrestrial isolated from seem 

Pantoea sp. PNA 03-3 terrestrial isolated from  plant 

Pantoea sp. PSNIH1 terrestrial isolated from wood 



Pantoea sp. RIT-PI-b terrestrial isolated from  plant 

Pantoea sp. SM3 fresh water; aquaticIsolated from a river in Endau-Rompin National Park, Johor, Malaysia

Pantoea sp. VS1 terrestrial isolated from  plant 

Pantoea vagans C9-1 terrestrial isolated from terrestrial environment

Pelobacter seleniigenes marine isolated from marine environment

Photobacterium galatheae marine isolated from marine environment

Photobacterium marinum marine isolated from sediment samples collected from Palk Bay, India

Photobacterium profundum SS9 multiple isolated at a depth of 2500 m from the Sulu Troug

Prolixibacter bellariivorans marine  isolated from a marine sediment

Proteiniphilum acetatigenes marine isolated from marine environment

Pseudoalteromonas flavipulchra marine isolated from rearing water of healthy turbot 

Pseudoalteromonas piscicida marine isolated from seawater from the Delaware coast

Pseudomonas pelagia marine isolated from a culture of the antarctic green algae, Pyramimonas gelidicola

Psychroflexus gondwanensis lake isolated form hypersaline lake

Psychroflexus torquis marine isolated from marine environment

Psychroflexus tropicus marine isolated from marine environment

Rahnella aquatilis multiple isolated from drinking water or plant roots

Rahnella victoriana terrestrial isolated from Quercus robur

Rheinheimera perlucida marine isolated from marine environment

Salinimonas chungwhensis marine isolated from marine environment

Serratia sp. M24T3 terrestrial isolated from Bursaphelenchus xylophilus

Shewanella amazonensis multiple isolated from shallow marine deposits (coastal shelf mud)

Shewanella baltica marine isolated from marine environment

Shewanella oneidensis multiple isolated from Oneida lake

Shewanella putrefaciens marine isolated from shrimp

Shewanella sp. ANA-3 multiple isolated from an arsenate treated wood pier that was in a brackish estuary (Eel Pond) in Woods Hole, Massachusetts

Shewanella sp. HN-41 marine isolated isolated from estuarine mud

Shewanella xiamenensis marine isolated from marine environment

Sulfuricella denitrificans marine isolated from marine sediment

Sulfurimonas autotrophica marine isolated from hydrothermal sediments in the Mid-Okinawa 

Sulfurimonas denitrificans marine isolated isolated from estuarine mud

Sulfurimonas gotlandica marine isolated from Gotland Deep, Baltic Sea, pelagic redoxcline of the Baltic Sea

Sulfurimonas hongkongensis marine isolated from marine coastal sediment

Sulfurospirillum arcachonense marine isolated from marine environment

Sulfurospirillum barnesii marine isolated from marine sediments

Sulfurospirillum deleyianum marine isolated from marine environment

Sulfurospirillum multivorans terrestrial isolated from activated sludge of a sewage treatment plant

Sulfurospirillum sp. MES fresh water; aquaticisolated from bioreactor 

Sulfurospirillum sp. SCADC terrestrial isolated from fromoil sands tailings

Sulfurovum sp. AR marine isolated from marine sediment

Sulfurovum sp. NBC37-1 marine isolated from a deep-sea hydrothermal vent

Thauera sp. 27 fresh water; aquaticisolated from wastewater treatment reactor

Thauera terpenica terrestrial isolated  from forest 

Thiomicrorhabdus arctica marine isolated from marine sediment

Thiomicrorhabdus chilensis marine isolated from marine sediment

Thiomicrorhabdus sp. Kp2 marine isolated from marine sediment

Thiomicrorhabdus sp. Milos-T2 multiple isolated from hydrothermal vents, coastal sediments, hypersaline lakes

Thiomicrospira aerophila marine isolated from marine sediments

Thiomicrospira cyclica marine isolated from hypersaline habitat

Thiomicrospira pelophila marine isolated from marine environment



Thiomonas sp. FB-6 marine isolated from marine environment

Thiomonas sp. FB-Cd marine isolated from marine environment

Tolumonas auensis lake isolated from the sediment of a freshwater lake

Tolumonas lignilytica terrestrial isolated from tropical forest soil

Type-C symbiont of Plautia stali terrestrial isolated form insect 

Type-D symbiont of Plautia stali terrestrial isolated form insect 

Type-E symbiont of Plautia stali terrestrial isolated form insect 

Type-F symbiont of Plautia stali terrestrial isolated form insect 

Verrucomicrobiae bacterium DG1235 marine isolated from marine environment

Vibrio caribbeanicus marine isolated from a marine sponge

Vibrio nigripulchritudo SOn1 marine  isolated from moribund shrimp

Yersinia massiliensis fresh water; aquaticisolated from the water 



isolated from  waters,  river waters, waste water and sea water,foods, animal origin, such as beef, pork, sheep and poultry meat.











NCBI ID Phylum Class Order Family Genus Species

KFL35131.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum sp. SCADC

KHG34356.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum sp. MES

KMV70985.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeUnclassified (Erwiniaceae)bacteria symbiont BFo1 of Frankliniella occidentalis

MRR53461.1 ProteobacteriaDeltaproteobacteriaUnclassified (Deltaproteobacteria)Unclassified (Deltaproteobacteria)Unclassified (Deltaproteobacteria)Deltaproteobacteria bacterium

MTI98977.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter adhaerens HP15

pdb_5UTS_G AscomycotaSordariomycetes NeurosporaNeurospora crassa

TBN45672.1 ActinobacteriaActinomycetia MycolicibacteriumMycolicibacterium smegmatis

WP_002939982.1 ProteobacteriaBetaproteobacteriaRhodocyclalesZoogloeaceaeThauera Thauera sp. 27

WP_004158011.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia amylovora

WP_004869079.1 ProteobacteriaAcidithiobacilliaAcidithiobacillalesAcidithiobacillaceaeAcidithiobacillusAcidithiobacillus caldus

WP_006007264.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeGlaciecola Glaciecola punicea

WP_006120256.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea stewartii

WP_006231172.1 ProteobacteriaGammaproteobacteriaVibrionalesVibrionaceaePhotobacteriumPhotobacterium profundum SS9

WP_006459723.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrospiraThiomicrospira aerophila

WP_007111784.1 ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonasHalomonas boliviensis

WP_007146826.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga aminisulfidivorans

WP_007348205.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter sp. ELB17

WP_007889546.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. GM01

WP_008104480.1 VerrucomicrobiaVerrucomicrobiaeUnclassified (Verrucomicrobiae)Unclassified Verrucomicrobiae)Unclassified (Verrucomicrobiae)Verrucomicrobiae bacterium DG1235

WP_008110506.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea unclassified Pantoea

WP_008245423.1 ProteobacteriaEpsilonproteobacteriaUnclassified (Epsilonproteobacteria)Unclassified (Epsilonproteobacteria)SulfurovumSulfurovum sp. AR

WP_008291727.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga thiooxydans

WP_008338716.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesHelicobacteraceaeSulfurimonasSulfurimonas gotlandica

WP_008926236.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. aB

WP_009089702.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. Sc1]

WP_009097981.1 ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonasHalomonas sp. GFAJ-1

WP_009206868.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesGallionellaceaeSulfuricellaSulfuricella denitrificans

WP_009602859.1 ProteobacteriaGammaproteobacteriaVibrionalesVibrionaceaeVibrio Vibrio caribbeanicus

WP_009635447.1 ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeSerratia Serratia sp. M24T3

WP_009724024.1 ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonasHalomonas sp. TD01

WP_009725766.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga lonarensis

WP_011112873.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas europaea

WP_011372115.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesHelicobacteraceaeSulfurimonasSulfurimonas denitrificans

WP_011787209.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter hydrocarbonoclasticus

WP_012487513.1 ProteobacteriaGammaproteobacteriaCellvibrionalesCellvibrionaceaeCellvibrio Cellvibrio japonicus

WP_012528497.1 ProteobacteriaDeltaproteobacteriaDesulfuromonadalesGeobacteraceaeGeobacter Geobacter bemidjiensis

WP_012536039.1 ProteobacteriaAcidithiobacilliaAcidithiobacillalesAcidithiobacillaceaeAcidithiobacillusAcidithiobacillus ferrooxidans

WP_012667864.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia pyrifoliae

WP_012729593.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeTolumonasTolumonas auensis

WP_012773769.1 ProteobacteriaDeltaproteobacteriaDesulfuromonadalesGeobacteraceaeGeobacter Geobacter sp. M21

WP_012823949.1 ProteobacteriaGammaproteobacteriaChromatialesHalothiobacillaceaeHalothiobacillusHalothiobacillus neapolitanus

WP_012857216.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum deleyianum

WP_013148341.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesMethylophilaceaeMethyloteneraMethylotenera versatilis

WP_013202540.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia billingiae

WP_013260885.1 ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)gamma proteobacterium HdN1

WP_013327439.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesHelicobacteraceaeSulfurimonasSulfurimonas autotrophica

WP_013444866.1 BacteroidetesBacteroidiaBacteroidalesPaludibacteraceaePaludibacterPaludibacter propionicigenes

WP_013509480.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. At-9b

WP_013575023.1 ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeRahnella Rahnella aquatilis



WP_013648123.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas sp. AL212

WP_013782796.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas naphthalenivorans

WP_013834583.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrospiraThiomicrospira cyclica

WP_013966369.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas sp. Is79A3

WP_014030107.1 ProteobacteriaAcidithiobacilliaAcidithiobacillalesAcidithiobacillaceaeAcidithiobacillusAcidithiobacillus ferrivorans

WP_014292703.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeOceanimonasOceanimonas sp. GK1

WP_014544468.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. Ejp617

WP_014703952.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga frappieri

WP_014706106.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga nitratireducenticrescens

WP_014769673.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum barnesii

WP_014872980.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter sp. BSs20148

WP_014999417.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas macleodii (1)

WP_015138936.1 CyanobacteriaCyanophyceaeNostocalesNostocaceaeNostoc Nostoc sp. PCC 7524

WP_015258085.1 ProteobacteriaGammaproteobacteriaChromatialesEctothiorhodospiraceaeThioalkalivibrioThioalkalivibrio nitratireducens

WP_015718444.1 ProteobacteriaDeltaproteobacteriaDesulfuromonadalesGeobacteraceaeGeobacter Geobacter sp. M18

WP_017494025.1 ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)gamma proteobacterium WG36

WP_017802908.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia toletana

WP_018404193.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter lipolyticus

WP_018983338.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeSalinimonasSalinimonas chungwhensis

WP_019539710.1 BacteroidetesBacteroidiaBacteroidalesDysgonamonadaceaeProteiniphilumProteiniphilum acetatigenes

WP_019557492.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrorhabdusThiomicrorhabdus arctica

WP_019894020.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio halophilus

WP_019935723.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeOceanimonasOceanimonas smirnovii

WP_020164404.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesSterolibacteriaceaeMethyloversatilisMethyloversatilis discipulorum

WP_020505797.1 ProteobacteriaGammaproteobacteriaChromatialesChromatiaceaeLamprocystisLamprocystis purpurea

WP_020581324.1 ProteobacteriaGammaproteobacteriaOceanospirillalesEndozoicomonaceaeEndozoicomonasEndozoicomonas elysicola

WP_021182945.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. AS-PWVM4

WP_021286861.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesHelicobacteraceaeSulfurimonasSulfurimonas hongkongensis

WP_021509958.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea dispersa

WP_022607184.1 ProteobacteriaGammaproteobacteriaVibrionalesVibrionaceaeVibrio Vibrio nigripulchritudo SOn1

WP_022964411.1 ProteobacteriaGammaproteobacteriaPseudomonadalesPseudomonadaceaePseudomonasPseudomonas pelagia

WP_023655310.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia piriflorinigrans

WP_024851555.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio kuenenii

WP_024870615.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeTolumonasTolumonas lignilytica

WP_024955669.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum arcachonense

WP_024968346.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. IMH

WP_025256307.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas sp. ALT199

WP_025345165.1 ProteobacteriaEpsilonproteobacteriaCampylobacteralesCampylobacteraceaeSulfurospirillumSulfurospirillum multivorans

WP_025864819.1 BacteroidetesBacteroidiaMarinilabilialesProlixibacteraceaeProlixibacterProlixibacter bellariivorans

WP_026224516.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesSterolibacteriaceaeMethyloversatilisMethyloversatilis thermotolerans

WP_026349518.1 ProteobacteriaGammaproteobacteriaChromatialesChromatiaceaeRheinheimeraRheinheimera perlucida

WP_028485745.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrorhabdusThiomicrorhabdus chilensis

WP_029910020.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio marinus

WP_029933517.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeThiomicrospiraThiomicrospira pelophila

WP_031346342.1 ProteobacteriaBetaproteobacteriaRhodocyclalesZoogloeaceaeThauera Thauera terpenica

WP_033115335.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas lacus

WP_033749712.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. NGS-ED-1003

WP_033783330.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. 9140

WP_034828630.1 ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeEnterobacterEnterobacter cancerogenus

WP_034874517.1 ProteobacteriaGammaproteobacteriaOceanospirillalesEndozoicomonaceaeEndozoicomonasEndozoicomonas montiporae



WP_034895873.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia typographi

WP_034915453.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. 9145

WP_034947328.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia oleae

WP_035217720.1 ProteobacteriaAcidithiobacilliaAcidithiobacillalesAcidithiobacillaceaeAcidithiobacillusAcidithiobacillus thiooxidans

WP_035385326.1 ProteobacteriaGammaproteobacteriaAlteromonadalesFerrimonadaceaeFerrimonasFerrimonas futtsuensis

WP_036127534.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterMarinobacter nitratireducens

WP_036508164.1 ProteobacteriaGammaproteobacteriaOceanospirillalesOceanospirillaceaeNitrincola Nitrincola nitratireducens

WP_036574263.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas cryotolerans

WP_039913609.1 ProteobacteriaGammaproteobacteriaCellvibrionalesCellvibrionaceaeCellvibrio Cellvibrio mixtus

WP_040018759.1 ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeEnterobacterEnterobacter ludwigii

WP_040391718.1 ProteobacteriaGammaproteobacteriaCellvibrionalesCellvibrionaceaeCellvibrio Cellvibrio sp. BR

WP_040823109.1 ProteobacteriaGammaproteobacteriaCellvibrionalesSpongiibacteraceaeBD1-7 clademarine gamma proteobacterium HTCC2143

WP_040851105.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosospiraNitrosospira lacus

WP_042958836.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia tasmaniensis

WP_043135558.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas bestiarum

WP_043597834.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas diversa

WP_044057977.1 ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeAlteromonasAlteromonas australica

WP_045816043.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. SM3

WP_045832923.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. BL1

WP_046102000.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea anthophila

WP_046288267.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. 3.5.1

WP_049852067.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. RIT-PI-b

WP_051786203.1 ProteobacteriaGammaproteobacteriaOceanospirillalesEndozoicomonaceaeEndozoicomonasEndozoicomonas numazuensis

WP_052902351.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia iniecta

WP_056241850.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. Leaf53

WP_058127192.1 ActinobacteriaActinobacteriaCorynebacterialesMycobacteriaceaeMycolicibacteriumMycolicibacterium smegmatis

WP_058957339.1 ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeUnclassified (Enterobacteriaceae)Type-F symbiont of Plautia stali

WP_058960194.1 ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeUnclassified (Enterobacteriaceae)Type-E symbiont of Plautia stali

WP_058972523.1 ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeUnclassified (Enterobacteriaceae)Type-D symbiont of Plautia stali

WP_059009773.1 ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeUnclassified (Enterobacteriaceae)Type-C symbiont of Plautia stali

WP_062746310.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia persicina

WP_063879910.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. OXWO6B1

WP_067431479.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia gerundensis

WP_067701099.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. ErVv1

WP_069026425.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea agglomerans 

WP_074797200.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosospiraNitrosospira briensis

WP_074928651.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosomonasNitrosomonas eutropha

WP_078001669.1 ProteobacteriaGammaproteobacteriaEnterobacteralesEnterobacteriaceaeIzhakiella Izhakiella australiensis

WP_084875429.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea cypripedii

WP_084882333.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Pantoea septica

WP_084934435.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea rwandensis

WP_086904323.1 ProteobacteriaGammaproteobacteriaAlteromonadalesShewanellaceaeShewanellaShewanella putrefaciens

WP_088517806.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. VS1

WP_088698784.1 ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonasHalomonas campaniensis

WP_090960177.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. OV426

WP_094120012.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea conspicua

WP_095922393.1 ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeRahnella Rahnella victoriana

WP_097116848.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. GL120224-02

WP_099462821.1 ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeYersinia Yersinia massiliensis

WP_099753936.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. OLMDLW33



WP_100700755.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea rodasii

WP_101505699.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp. B116

WP_101764149.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea endophytica

WP_103422363.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas veronii

WP_104093215.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. ICBG 985

WP_104188958.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. ICBG 828

WP_105099094.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea ananatis

WP_105595064.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea coffeiphila

WP_109716484.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea allii

WP_110267420.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. PNA 03-3

WP_110330496.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. JKS000250

WP_110866317.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. AG1095

WP_111139796.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. ARC607

WP_111207747.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. ARC270

WP_113072275.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesNitrosomonadaceaeNitrosospiraNitrosospira multiformis

WP_113720557.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas salmonicida subsp. salmonicida A449

WP_113977763.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas caviae

WP_133623813.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia aphidicola 

WP_133731078.1 ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonasHalomonas alkaliantarctica

WP_133841771. ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia rhapontici 

WP_133841771.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaeErwinia Erwinia sp.

WP_134696958.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas taiwanensis

WP_135319222.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas hydrophila (1)

WP_135796185.1 ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeHydrogenovibrioHydrogenovibrio crunogenus

WP_139435577.1 ProteobacteriaGammaproteobacteriaAeromonadalesAeromonadaceaeAeromonasAeromonas media

WP_140474067.1 ProteobacteriaGammaproteobacteriaEnterobacteralesYersiniaceaeEwingella Ewingella americana

WP_145339013.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea sp. PSNIH1

WP_147789044.1 ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea vagans C9-1

WP_148154744.1 ProteobacteriaEpsilonproteobacteriaUnclassified (Epsilonproteobacteria)Unclassified (Epsilonproteobacteria)SulfurovumSulfurovum sp. NBC37-1

WP_148214783.1 ProteobacteriaDeltaproteobacteriaDesulfobacteralesDesulfobacteraceaeDesulfobacteriumDesulfobacterium autotrophicum HRM2

WP_154650045.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesMethylophilaceaeMethylophilusMethylophilus methylotrophus

WP_157281352.1 ProteobacteriaBetaproteobacteriaNitrosomonadalesSterolibacteriaceaeMethyloversatilisMethyloversatilis universalis

WP_157372533.1 ProteobacteriaGammaproteobacteriaVibrionalesVibrionaceaePhotobacteriumPhotobacterium marinum



bacteria symbiont BFo1 of Frankliniella occidentalis





marine gamma proteobacterium HTCC2143



Aeromonas salmonicida subsp. salmonicida A449



OGA ID Phylum Class Order Family Genus Species

OM-RGC.v2.002948975Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)

OM-RGC.v2.003822853ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.003824138ProteobacteriaGammaproteobacteriaOceanospirillalesUnclassified (Oceanospirillales)Unclassified (Oceanospirillales)Unclassified (Oceanospirillales)

OM-RGC.v2.003886230ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.003905692ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.003955173VerrucomicrobiaVerrucomicrobiaeUnclassified (Verrucomicrobiae)Unclassified (Verrucomicrobiae)Unclassified (Verrucomicrobiae)Verrucomicrobiae bacterium DG1235

OM-RGC.v2.004064304ProteobacteriaAlphaproteobacteriaRhodobacteralesRhodobacteraceaeJannaschiaJannaschia donghaensis

OM-RGC.v2.004169765ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterUnclassified (Marinobacter)

OM-RGC.v2.004169766ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterUnclassified (Marinobacter)

OM-RGC.v2.004170739BacteroidetesBacteroidiaBacteroidalesUnclassified (Bacteroidales)Unclassified (Bacteroidales)Unclassified (Bacteroidales)

OM-RGC.v2.004177818ProteobacteriaAlphaproteobacteriaRhodobacteralesRhodobacteraceaeUnclassified (Rhodobacteraceae)Unclassified (Rhodobacteraceae)

OM-RGC.v2.004202229ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004203268ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonasHalomonas sp. S2151

OM-RGC.v2.004204582ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004205259ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004210335ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004272430ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeMarinobacterUnclassified (Marinobacter)

OM-RGC.v2.004291246BacteroidetesBacteroidiaBacteroidalesUnclassified (Bacteroidales)Unclassified (Bacteroidales)Unclassified (Bacteroidales)

OM-RGC.v2.004294690ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004301749VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004315493ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004316882ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004331124ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004351904ProteobacteriaAlphaproteobacteriaRhodobacteralesRhodobacteraceaeUnclassified (Rhodobacteraceae)Unclassified (Rhodobacteraceae)

OM-RGC.v2.004353780Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)

OM-RGC.v2.004356391UnclassifiedUnclassifiedUnclassifiedUnclassifiedUnclassifiedUnclassified

OM-RGC.v2.004359746VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004360091ProteobacteriaAlphaproteobacteriaRhodobacteralesRhodobacteraceaeUnclassified (Rhodobacteraceae)Unclassified (Rhodobacteraceae)

OM-RGC.v2.004361050ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga muralis

OM-RGC.v2.004361082ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga muralis

OM-RGC.v2.004365522ProteobacteriaAlphaproteobacteriaRhodobacteralesRhodobacteraceaeUnclassified (Rhodobacteraceae)Unclassified (Rhodobacteraceae)

OM-RGC.v2.004374089ProteobacteriaGammaproteobacteriaThiotrichalesPiscirickettsiaceaeMethylophagaMethylophaga muralis

OM-RGC.v2.004377033Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)

OM-RGC.v2.004400581ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004408942ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004409391Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)

OM-RGC.v2.004413388ProteobacteriaAlphaproteobacteriaRhodobacteralesRhodobacteraceaeUnclassified (Rhodobacteraceae)Unclassified (Rhodobacteraceae)

OM-RGC.v2.004414546Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)

OM-RGC.v2.004422381Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)

OM-RGC.v2.004431333UnclassifiedUnclassifiedUnclassifiedUnclassifiedUnclassifiedUnclassified

OM-RGC.v2.004442572ProteobacteriaGammaproteobacteriaOceanospirillalesHalomonadaceaeHalomonasUnclassified (Halomonas)

OM-RGC.v2.004443570BacteroidetesBacteroidiaMarinilabilialesProlixibacteraceaeMariniphagaMariniphaga anaerophila

OM-RGC.v2.004452793ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004461938ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004469266Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)Unclassified (Bacteria)

OM-RGC.v2.004477505ProteobacteriaGammaproteobacteriaOceanospirillalesUnclassified (Oceanospirillales)Unclassified (Oceanospirillales)Unclassified (Oceanospirillales)

OM-RGC.v2.004479624ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004484905VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004503956ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)



OM-RGC.v2.004505320VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004509159ProteobacteriaGammaproteobacteriaOceanospirillalesUnclassified (Oceanospirillales)Unclassified (Oceanospirillales)Unclassified (Oceanospirillales)

OM-RGC.v2.004514303VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004537506VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004539395VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004543103VerrucomicrobiaOpitutae Opitutales OpitutaceaeUnclassified (Opitutaceae)Opitutaceae bacterium BACL24 MAG-120322-bin51

OM-RGC.v2.004552047ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004571642ProteobacteriaGammaproteobacteriaOceanospirillalesUnclassified (Oceanospirillales)MarinomonasUnclassified (Marinomonas)

OM-RGC.v2.004575683ProteobacteriaGammaproteobacteriaOceanospirillalesUnclassified (Oceanospirillales)MarinomonasUnclassified (Marinomonas)

OM-RGC.v2.004586580ProteobacteriaGammaproteobacteriaOceanospirillalesUnclassified (Oceanospirillales)Unclassified (Oceanospirillales)Unclassified (Oceanospirillales)

OM-RGC.v2.004605448ProteobacteriaGammaproteobacteriaOceanospirillalesUnclassified (Oceanospirillales)Unclassified (Oceanospirillales)Unclassified (Oceanospirillales)

OM-RGC.v2.004609271ProteobacteriaBetaproteobacteriaRhodocyclalesUnclassified (Nitrosomonadales)Unclassified (Nitrosomonadales)Unclassified (Nitrosomonadales)

OM-RGC.v2.004609801ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004610384ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004612309ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004612594ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004612986ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004613060ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004613565ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004616063ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004616081ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004616786ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004617540ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004618658ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004619309ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004619460VerrucomicrobiaVerrucomicrobiaeUnclassified (Verrucomicrobiae)Unclassified (Verrucomicrobiae)Unclassified (Verrucomicrobiae)Verrucomicrobiae bacterium DG1235

OM-RGC.v2.004621157ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004622196ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004623255ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004623725ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004624053ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004626693ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004630133ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004630205ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004631984ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004632460ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004634875ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004636148ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004638305ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004640123ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004641162ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004645313VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004647743VerrucomicrobiaVerrucomicrobiaeUnclassified (Verrucomicrobiae)Unclassified (Verrucomicrobiae)Unclassified (Verrucomicrobiae)Verrucomicrobiae bacterium DG1235

OM-RGC.v2.004648563ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004648581ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004650449ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004652754ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004654809ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004654913VerrucomicrobiaUnclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)

OM-RGC.v2.004656300ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)



OM-RGC.v2.004657852ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004658358ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004658475ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004660103VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.004665450ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004667730ProteobacteriaGammaproteobacteriaCellvibrionalesSpongiibacteraceaeDasania Dasania marina

OM-RGC.v2.004674579ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004690976ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004694268ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004698785ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004703109VerrucomicrobiaUnclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)

OM-RGC.v2.004703278ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004703401ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004704097ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004709805ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004724522ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004733711ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004752841ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004755748ActinobacteriaUnclassified (Actinobacteria)Unclassified (Actinobacteria)Unclassified (Actinobacteria)Unclassified (Actinobacteria)Actinobacteria bacterium 66_15

OM-RGC.v2.004760710ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004761129ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004762330ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004768043VerrucomicrobiaUnclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)

OM-RGC.v2.004791764VerrucomicrobiaUnclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)

OM-RGC.v2.004796975ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004797371VerrucomicrobiaUnclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)

OM-RGC.v2.004801318ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeParaglaciecolaUnclassified (Paraglaciecola)

OM-RGC.v2.004802907ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.004820785ProteobacteriaGammaproteobacteriaAlteromonadalesUnclassified (Alteromonadaceae)Unclassified (Alteromonadaceae)Unclassified (Alteromonadaceae)

OM-RGC.v2.004848502ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.004865074ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeParaglaciecolaParaglaciecola polaris LMG 21857

OM-RGC.v2.004867541ProteobacteriaGammaproteobacteriaAlteromonadalesUnclassified (Alteromonadaceae)Unclassified (Alteromonadaceae)Unclassified (Alteromonadaceae)

OM-RGC.v2.004867699ProteobacteriaGammaproteobacteriaAlteromonadalesAlteromonadaceaeParaglaciecolaUnclassified (Alteromonadaceae)

OM-RGC.v2.004899660ProteobacteriaGammaproteobacteriaUnclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)Unclassified (Gammaproteobacteria)

OM-RGC.v2.005044739ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.005180356ProteobacteriaBetaproteobacteriaNitrosomonadalesUnclassified (Nitrosomonadales)Unclassified (Nitrosomonadales)Unclassified (Nitrosomonadales)

OM-RGC.v2.005492727ProteobacteriaGammaproteobacteriaOceanospirillalesUnclassified (Oceanospirillales)MarinomonasMarinomonas aquimarina

OM-RGC.v2.005576132ProteobacteriaUnclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)Unclassified (Proteobacteria)

OM-RGC.v2.005782381VerrucomicrobiaUnclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)Unclassified (Verrucomicrobia)

OM-RGC.v2.006193261VerrucomicrobiaOpitutae Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)Unclassified (Opitutae)

OM-RGC.v2.007002759BacteroidetesUnclassified (Bacteroidetes)Unclassified (Bacteroidetes)Unclassified (Bacteroidetes)Unclassified (Bacteroidetes)Unclassified (Bacteroidetes)

OM-RGC.v2.007757223ActinobacteriaUnclassified (Actinobacteria)Unclassified (Actinobacteria)Unclassified (Actinobacteria)Unclassified (Actinobacteria)marine actinobacterium MedAcidi-G3

ORM86801.1ProteobacteriaGammaproteobacteriaEnterobacteralesErwiniaceaePantoea Pantoea deleyi





Opitutaceae bacterium BACL24 MAG-120322-bin51


